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mmm 

mm(D%m ***fy?-yfflmBmmte^itm^z> v^y-xv^-v vm.m 
>Wffi&tt5sas&n- k-tsdna. 

[f^2] h U^lf'[4$:^£T$ii:S^*^cffiv^^, TIB ( a ) 

(c) OV^*l3^tC|H«©DNA„ 

(b) ^tf>f>r«ttw^iflt5:3 - K-tsai^-?-©^^* 

W5gaR&3- K-rsate^CD^SrfflnfflS-ttSRNASn- k-tsdna. 
[»#£3] *tfif>*>|im&f£*:^S5B*#, TIB (a) frfc ( 

(a)@2^J##:2, 6, 10, 12, 14, * felt 1 6 lCfB«tf>7 ^ / 

( b ) 1BJ'J#-^ : 2 , 6, 10, 12, 14, 3; fctt 1 6 lCiB«©7 S >> Iftffl 

( c ) MPm^ : 1 , 5, 9, 11, 13, 5Kffi*©IS3£BB#ffre> 
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ftzafiWF&mKit* _t#* ii<ST u r s n ^ 6 * 7 fcaa«©ffi«j# 0 

6 e> 9 CD V ^ tl (C © fll^o 

[ff^SU l] »#^6^e> l 0m^;ft;fr&ciE*g(2^f|i|gmffi%#<£^ 

o 

Mt^ot, ff^l ^e>4<3DV^i*4x^K:SB«ODNAS:ffi^jtllIliatC*AO, 
[ft^^l 4] ^e>4©V\-r*l^tC|B«©DNAS:«i[«J«c©j|!HiaW 

[0 0 0 1] 
[0 0 0 2] 
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M^tflMitlZ J: U ib cStlS (Shinozaki, K. and Yamaguchi-Shinozaki , K. , 
Plant Physiol. 115: 327-334, 1997; Shinozaki, K. and Yamaguchi-Shinozak 
i, K., "Molecular responses to drought stress". In Shinozaki and Yamaguc 
hi-Shinozaki (eds) , "Molecular responses to cold, drought, heat and salt 
stress in higher plants", R.G. LANDES company, Austin, Texas, USA, pp.1 
1-28, 1999) 0 m%-\%i/nj ( Arabidopsis tha liana ) T*1,Z, ^L^V f 

-y)\s\t.y3i/Vym. (abscisic acid; ABA) fc&M%£$&£ ABA#$c##Jifgi&{C «fc 

„ znb&mfc^mmt, w*.&* ^nm^-fuvy^^cDm^mm. (osmoprot 

ectants) ©Sflf, MBKv^ffim. xM/xi/^t;i/fiI» «^&£&39 

®5^£#fg£lilfcLTV^£#;Lib;riTV^ (Bray, E.A. , Trends in Plant Sc 
ience, 2: 48-54, 1997; Bohnert, H.J. et al., Plant Cell, 7: 1099-1111, 1 
995; Ingram, J. and Bartels, D. , Annu. Rev. Plant Physiol. Plant Mol. Bi 
ol. 47: 377-403, 1996; Shinozaki, K. and Yamaguchi-Shinozaki , K., Plant 
Physiol. 115: 327-334, 1997; Shinozaki, K. and Yamaguchi-Shinozaki , K. , 
"Molecular responses to drought stress". In Shinozaki and Yamaguchi-Shin 
ozaki (eds), "Molecular responses to cold, drought, heat and salt stress 
in higher plants", R.G. LANDES company, Austin, Texas, USA, pp. 11-28, 1 
999) o 

[0 0 0 3] 

mmmmz&vz>kBk<D$L&mm&ii lt&, c40M$w#;te>*iTv\§ o c4o 

mmzm&%U^ J J Fi&B&t&^lZtl. Vy-Py^y (zeaxanthin) ©Xtf?^ 
^ft&lT ^^-^ify^-y (violaxanthin) , %Hr J fy^y (neoxanthin) , if 
yV*Vy (xanthoxin) , ABAT^^t K, ABA'V £ $ *lS&ft*T*& & (Zee 
vaart, J.A.D. and Creelman, R.A., Ann. Rev. Plant Physiol. Plant Mol. Bi 
ol. 39: 439-473, 1988) „ £3S*l8fcflF2&^ABA£-&J*3EM 
WHtDMffifrb^MZ ftfc : ba)X*$b€>o ffl7L&. #AH ( Nicotiana tabacum ) 

e>#il2*ifcaba2geM#ei±, ■ey4fy*i/G>x.tf*ets4t&ff$i£y'*fy*>x-tf 
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^■ty^'-^mm y A^ ( aba2 ) lC^M#AoT^£ (Marin, E. et al., EMBO J 
. 15: 2331-2342, 1996) 0 h fr^E □ H j/fr frffjlS *lfcvpl4ggM#Ett» 

yryfrbify h*i/y^<D&&*mm'r ( vph 

) {C^M^AoTV^ (Tan, B.C. et al., Proc. Natl. Acad. Sci. USA 94: 1 
2235-12240, 1997) 0 * */ n >f * tXt^ tt, if > h 3f 2/ >fr £ ABAT;i/ 
■5 s K ^ <Q ;R & ft6» f & »3R tC ggM ^ A o fc aba3gg^«c, ABAT;i/^H KfcSfc 
rtlABA£jg£1-&M/fctC|g#t-&aba4^MffiaWlggnTV^ (Schwartz, S.H 
. et al., 1997, Plant Physiol. 114: 161-166; Leon-Kloosterziel , K.M. et 
al., 1996, Plant J. 10: 655-661) „ 
[0 0 0 4] 

**4fy*-ymm&m&& : ¥- ( vpi4 ) izmmzm-rz bv^unyiz, 

[0 0 0 5] 

*mm&. m.mv>* v uxW'&*±^z^&fc.&izm\,^nz>** j v t y^ym 

Hii^n-Kf^DNA, StDNA&«i&tC#A-rsr^tCj:*J, 
b^lf'S5:±#5i±-5^^, *tf-tf >^ >l»g#^<B£e^#Si*A3 ft 

[0 0 0 6] 

#$8t»#*>tt. W^jjM'ffi£^;*7?^- ( Vigna unguiculata ) felOBfrfSJIE 

le^ajc^-rsjcs^Ficggfcsat^fc^^scDNA^n-^ (cprd65) & 
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#HLfe 0 CPRD65 cDNA l*T 7 */ i? y'Wt (ABA) (D^mzm^ & <d4x 
^JBStlfe. GST-CPRDeSia^SeK&MV^TffllSRJSffi&ill^fei:^*, CPRD65& 

9-cis-**if>^>S:Mg[0-!f y h'*i/y 

, *:V>mm\Z. VLiSkT, h U:*TK:fcttSW£ABA(Z>£^&fC^Ttti:&5ig!i!l 
[0 0 0 7] 

*»W#?>tt, 3£>lC, ^-^lf-^P > #||bfeCPRD65it^(DcDNA$:^ , n-y 
tf>^* U -^>^£frV^ mMAfc^ (AtNCED3) &JML£„ £ £ IC, Zltl^ 

<D&&*£#m&<D&^mm&mir&4mm<D*/u4 *±x±&$k<Dmm (ainc 

ED1„ 2, 4. 5) SrUfflLfc. Cl*l£<Z>»>£^£;«aT*#gJii£i±, 
MS?Stt©Ty1Z>f AtNCEDl, 3, fccfctJW, CPRD65il 

[0 0 0 8] 

*<Dtp<D 1 aT-&£AtNCED33*fc^£MfCfflVNT*;*1f 
fi^iAM^^df- (PBE2113N) © 35S # -TSfctCiZ 

M) , &fn*T>m>x (ftmmm) #^cAtNCED3*>t5^&g^u 

BfffirtMSTLTv^ (His, 16) „ z<D£?K*mH%bte, **4fy?-y 

mmmmmte*<Dh5yxv*=.v?m%>}t>\ mmz* h i/xm&*mttiz±& 
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[0 0 0 9] 

iMCfflV^tl^DN A#^\ SDN A & W^C^At" 3 ^ £ tC J: U % U^KD^h 

(2) }»<Z)X h l/*Kffi;&<6T3i*S&#>»c;B^.6, TIB (a) ^£ (c) (D 
^■f*ljWcSB«©DNA, 

(a) ^ff>f>»l4^tl.gail:n- 
ffifltW&r^-fe^RNAfcn- KfSDNA, 

(b) **if>^>BB5iS5ffiS:^"rssa«S:=2- FfSfcte^©^^*: 
BIS*r-6U sK-!f>f AvStt^^-T^RNA&n- Kt"£DNA, 

(c) «#i«fc£tt£|§3£B^c, ^«JfM^lci:U, 
Sr^t-^geSSrzr- K^3M^c23g^£»J3^£RNA£ =r - FlTSDNA, 

(3) **if>^>MS?Stt&^*rssaK^ TIE (a) frfc (c) (£>V^*l 
3^lC|B*©Se3K"T?a>S, (1) (2) {CfB«cZ)DNA, 

( a ) @H^!1## : 2 (AtNCEDl) , 6 (AtNCED3) , 1 0 (AtNCED5) , 1 2 (C 
PRD65) , 14 (VP14) , ifeiil 6 (LeNCEDl) (Cf3«tf>7 ^ J WM9\iP £ 

(b) @E#J## : 2 (AtNCEDl) , 6 (AtNCED3) , 1 0 (AtNCED5) , 1 2 (C 
PRD65) , 14 (VP14) , ifc»16 (LeNCEDl) (CfB«©T ^ J BftBB^JlCfc VnT 

(c) @B?'J## : 1 (AtNCEDl) , 5 (AtNCED3) , 9 (AtNCED5) , 1 1 (CPR 
D65) , 1 3 (VP14) , Sfcttl 5 (LeNCEDl) lCfB*8<Z>lftSBE#l# £ & £ D N A 
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) (3) tfH^t^iCgE^ODNA, 

(5) (i) (4) <D^rni)^zmm<7)dM^mA^tir=.mM^mm^}mm 

(6) (5) izmmcDMnmmmmmi&z^tiBnmmmmifc. 

(7) (6) jcfB*^MKm«w<D^#*feii^n~>T'^^, ^fcemia 

(Cit^J:|?.i;£tt{£TLTV^ (6) $.tclt (7) fCfB*<£>M?#> 

o) T7i/pymAt>m£mizt£s<±%-£r=.tei&TLx\^2>. (6) cs 

(10) * h U^ttfffi*^^MJci:b^_t:#^fctt®TLTv\§, (6) frP> (9 

(id (6) a*e> (i o) ©vAi*n^tciB*<3D^a«tJi«[^©*si«», 

(12) (1) (4) ©VN-rtl^tCfa^^DNA^^^fS^^^-, 

(i 3) (6) a*e> (i o) ©v^ti^jc^c^RKiftffi^^iSai^ifeT?* 

or, (i) j^?> (4) ©v^•r4^^^c|a*(7)DNA?:ffiM|g^c^AL^ mffi^^w 

(14) (1) fri±> (4) (DV^i 2 tl^^CtS*C7)DNA?:ffi#!^©|5J|ap ^ gT'?§^g$-& 
[0010] 

(TK pp. 78-160, fg®fg; £4;t>^^c3[ffl2 4xTv^;£jtK£#M<Z)::.i:) . 
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[0011] 

■f-SDNAfeffi^lC^A-rSifctCj:*;, HIKlCABAO^Ktffc & $ *U 

g -5 if 3 #J e> tl T V a & ^ o o 
[0 0 12] 

#(T)> PP. 78-160, £ J:tf^3fC3fM2;ftT V^£iK£#mc£:: £) 

o i©J:e){C. ABAL/^;i/©±#{i, ffi^fC;*f L$i*&|^«£fe££>-f-o ^#3* 

e^icj:sABA©iagg^*^ * h u^astt©^ic-a«s««*^ife>^©fi&*tt 

^<3&3^ofe. itl*-efft>*lT$fcW^!#^JCfeV^T«^aP^e)ABAS:«taL/ 
■^^ABAl/^^a&y^StO^iT^^WTJfeofe. #MfC&V^ ABA£^fft 

u xM&tf±g--t z> z. x muz nr=. a 

[0013] 

J* h UXWf£&±#3*Sfc«)lCJSVN&DNAfc ITU *a-!f 

(DM.fik-f' h hy^nni/ (Zea mays ) (DVP14 (Schwartz, S. H. et al. 

, Science 276: 1872-1874, 1997; Tan, B. V. et al., Proc. Natl. Acad. Sci 
. USA 94: 12235-12240, 1997) (cDNA : IE?'J## 1 3, gBU : @H#I## : 1 
4) , hvh ( Lycopersicon esculentum ) (DLeNCEDl (Burbidge, A. et al., J 
. Exp. Bot., 47: 2111-2112, 1997 ; Burbidge, A. et al., Plant J. 17:427-4 
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31, 1999) (cDNA : IB#J## 1 5, g : @E#I## : 1 6) *?j&<#JK3;ftT ^ 

£^TMVMo*l?#& = £ £, AtNCEDl (fB#I## : 2) , AtNCED3 (@B#J## : 6 
) , AtNCED5 (I2#l#-^ : 10) , 33 tK CPRD65 (gg?rj#-if : l 2) F1" 
•SDNA (^-tl^tl, : 1, 5, 9, feitfll) ^SgfCffi ^ P> flfcS 

o ib^i« : 1 8 izmm<D^^^y^ymmmm^n- k-tsdna (cdna, 

@B#!## : 1 7, gQK, gE#l## : 1 8) (Neill, S.J. et al., J. Exp. B 
ot., 49: 1893-1894, 1998, Ac. No. AJ005813) %;£#§BJ3 &C & V'lTJB ^ £>*l#<6 

*>IWg$Sffi&^SgB«&3->*^.5DNA©;* h ^Iffi^±#$f Sfei?) 

[0 0 14] 

NA, cDNA, ;J3J:tfffc^J&DNAj&«-£ai;riS 0 ^ y ADNA& J: tfcDNA©WSStt, 
Mftfr£^&U:^oT>?V ADNAfc^mU 5>f^7'J- # 

U itl&Jgg&l/T, ##g0£tf)DNA (flfjfctf, ffi#f## : 1> 5, 9, 11, 1 

fc#«rfBT?&S. #3&l5§a>DNA (MiH BB#f## : 1, 5, 9, 1 1, 

fr^ittc«fcoTgU5a^s^i: : bHrig , Tf*)S. cdna&, i»^i{BL 

femRNA&SlCcDNASr^b, itl* A 7 T ~ Z -mo^V Z -fC#ALT 

cDNA^^ »; -•HWU rtl^jH^UT, ±f3£ [SPBUCzi □ /W -?V # 
^-fef-S/a >&£v^±^-?/\-f #*-f if->>3 y*fio Z£.IZ£ 
, PCR ^£IC J: »JIit5I fc^HTIBTffeS. *#§B^C0DNA{Cl±, @B 

: 1, 5, 9, 11, 13, *fcl±l 5lCffi«©DNABB#f<J!>»j&:£t* , # 
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^200 1- 0 0 3 4 7 6 



[0015] 

££##gBJ!tf)DNA&Cte, MAli, SE#I## : 2, 6, 10, 12, 14, 

ISl&n- K-TSDNA^SnSo r©i:e>&DNA}C&£, @B#I## : 1, 5, 9 
, 11, 13, ££ttl 5tc|B*©^<Z>«l**3fe©ate-?©|g||#, SS##U 

ti/;k av ry h&x.xfft'tu ywizt.fr& a 

[0 0 16] 

J: <&t£>;ft£::£?££: UTte, M*.tf, PCR&C<fc£in vitrogE^3»AS£##tf <b *l 
£ PCRtCj; Sin vitro mutagenesis, 151-158S. SEfc fe* 

MX^IJM^IfflflgX^i/ IJ-X7 gf/M^tf) PCRii^nha- 

2007 s yg»s*ft, »*b<ttioor^ ^MftJK^ s &k:#* o< 1*507 s y 

BfcJKft, $^ic^f* L<lil07S ;m&>ftT*3b& 0 ffia£ffi^J©3CMtc<fc *; 

[0 0 17] 

$>2>mktf**+?yryfflmmm*:^- KLT^s^fr&i, ilf5 icfB* 

if >^>&gjStfc ItfOHIi&^tBt £ lilted: >J^t5ri:^T'tSo 
[0 0 18] 
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#&i:l/Tte, A>T^U df>f -e-S/a >Sffif (Maniatis, T. et al., 1982, Mol 
ecular Cloning: A Laboratory Manual, Cold Spring Harbor, NY, Cold Spring 
Harbor Laboratory Press) ^jKU * 9-1?$iat,£jS (PCR) ftffi (^OljKflfcf, 
irajf/U^iOxhHf'V K^3#«rJR, JtiPffft, 1998) &3pJ 

it»fc^©ifc*Se#! (MAtf, : 1. 5. 9, 11, 13, 5 

^MS^a^s: =i - sDNA&3Mirr s ^ i: list^t?^ 

V^SDNAJC-^^tlS. 
[0 0 19] 

1f-S/a>#*rtt, W^.«SClKIB«©^asJCtS!oTf?-5ii:^'Tf§S (Sambrook 
, J. et al., "Molecular Cloning: A Laboratory Mannual", 2nd ed, Cold Spr 
ing Harbor Laboratory Press, Cold Spring Harbor, NY, 1989) „ DNASr^^fn 

>^>r;i/^-}c^^b, [ 32 P]7^Mfc»i/ii:, MxJ£30%#r£ L < ii50%yft 

;i/AT^ K, 6 X SSC, 5 X Denhardt?§?&, feitK lOO^g/mltf^tt+^Jff^-DNAtfJ 
T\ 37°C#£ U<ti42TC7?A>f ^XS-tS. Xh'J>^i>b^#i:fe 
5 IX SSC, 1% SDS mU) "C15#(Z>Sfc$£«:2IS, ^^L<« 

(«fc h U >S?x> h) 0.5 X SSC, 0.5% SDS (37°C) T*15#(Z>$g?££ 2 Hk 
«fc y*J* L,<1* (£ £{CX f> y >^x> h) 0. 1 X SSC, 0.1% SDS (60°C) 15# 
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[0 0 2 0] 

*»B©DNACJ:y3-K3ft*fiBKH:, B*T#* : 2, 6, 10, 

12, i 4, tun eizmm<DSi8Rt7$jmmmKis\ l \T&&<t.*7o% 

::Tf ' 2 ^®^^^^»J*fe{i2o©M^»J(Z)|Hf-tt (percent identity 
) tt, KarlinteiOfAltschnl (Proc. Natl. Acad. Sci. USA 87: 2264-2268, 19 
90) JCk»;*aaft, Karlin;f3<f:tfAltschul (Proc. Natl. Acad. Sci. USA 90: 

5873-5877, 1993) W*Ztl£7»*V XJ>Z%»x*& + Z Z 
So 30i-5*r^/=ryXAIiAlt8chal& (J. Mol. Biol. 215: 403-410, 1990 
) CDNBLASTfe J; tKXBLAST^^^n ^'^.AfC^ tlTV\<5 0 BLAST© i£gg@B*rj 

®^{iNBLAST^n^5A^{Cj:»J score = 100, wordlength = 12 VffSzt 

BLASTOaejRteOttSRJiXBUST^ny^A^JCJ:.; score = 50, mrd 
length = 3 W^fctf-e**. 2^W1^^« 4t§i ^ A 
ItschulP, (Nucleic Acids Res. 25: 3389-3402, 1997) }C * y K*3*lfcGappe 
dBLAST^&fflV^iii^TfSs. BLASTS Gapped BLASTS 

®^ Dir9A (***>*iNBUST;feJ:tfXBUST*) ©^!7 */u h ©,^ * - * - £ 
EV*5-fc#T?£ 5 (http://www.ncbi.nlm.nih.gov) „ 
[0 0 2 1] 

K^:2, 6, 10, 12, 14, t tc it 1 6 |C|B*© T 5 7 

r ^ y # s& l t v^ * - ^©ar© 7 , , tt(c «*f 

, asm («*tfr*^*>*, , 

1 2 m§E#2 001-3002858 
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[0 0 2 2] 

7 ADNA^©V%t r *l©«^i:fera--e«sV^jgS:^'rSDNAS:^ , r <I lot, d 
©MM«> fflitl (a) jm<D£.*to<D>f J 2*\Z.&ft2>Hf&(D>f J ADNA^CD 

sp^bb^j&^odna, (b) *-&&\^$mm&m$.tc.\%nw>^<n>f j ad 

NAtC#A3 ftfcDNAT?, ^©M^ C£3H^^cZ>^ # - * fc y ADNA£ 
H?J— Tffc^DNA, (c) cDNA, >f;A|r^ sKU j*9-i?3S£HJ£ (PCR) JC£U 

U-fcif, ( i ) M&SDNA^CDM^W, (ii) I^5h7>^7i^h 
2 ft (iii) mte&MMV U-y<DUi!imt¥. K 
^"TSDNA^tt^IltStlfcDNAtC^^nJ&V^. 
[0 0 2 3] 

[0 0 2 4] 

13 ffi!i#2 0 0 1 - 3 0 0 2 8 5 8 
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=£■ (Bustos et al., EMBO J. 10:1469-1479 1991) #4 X(D 9 U i/ — 

(Lelievre et al., Plant Physiol. 98:387-391, 1992) , ^#M#J&5H*IE £ 
£x> F^©RbcSit^^-(Lam and Chua, Science 248:471-474, 1990)^ Z3A=^ 
©Cablit>g^(Gotorn et al., Plant J. 3:509-518, 1993), *g#M#J&DS^£ 
#A:3<DTobRB7it<£^(Yamamoto et al., Plant Cell, 3:371-382, 1991)& 

^ h VXftHftmW,* b l/XlC^S^f Syn^E-^-i: L/Trd29Ait^^-(Yamagu 
chi-Shinozaki , K. and Shinozaki, K. Plant Cell 6:251-264 1994) (D Z? U ^ — 
*>*iS. Hff£«£fc hl/X o T?S'^b•r 

btit i/U^S^-X-f- AtNCED3 it^jfeil^^tf- CPRD65it^©^n ^ 
S i i: £ j: ot, @ W©»e : ?-&e3ft©^aB»c^oeiScDJffliKJc^3SS«S i t. 

£*l£#§JilS/^A t lit LTGVGit^^- (GAL4, VP16, Glucocorticoid r 
eceptor) fcflJM b fcWUZk (Aoyama, T. and Chua, N. H. Plant J. 11:605-12, 
1997)^pJf e>*i*. 

[0 0 2 5] 

( Arabidopsis thai i ana ), ( Or iza sativa ) , 3f ( Nicotiana ta 

bacum ) ^ h V h ( Lycopersicon esculentum ) , >f =E ( Solanum tuberosu 

m) , h^^DHi/ (Zea mays ) , '^3^ ( Lotus japonicus ) £>?i 

1 4 ffi$E# 2001-3002858 
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ft. # 3: ft*. 

[0 0 2 6] 

mmmM'\<D'<? z- am Ait. inv^uy^v n-jvm. (x 

[0 0 2 7] 

— H> A^JC*5§^CDDNA^#A$ft^^e^mffi^^#e>ftft^ ^ 

mmw&^?(D^w i &£\^z?u-yfrbmmtfm (mm. m*. mm. mm 
. m^. Jul*. ^nh^5xht) zmx. -eti^ zmzmmmfo 

[0 0 2 8] 

^(D^^izhx^m^nr^mmmmmmt. fM»iiMiT, aba 

«j:v\ 0 mm. Rfrrtown. mwfa^m. foteEommw^ x. m* 
Lxitm-tz>z.zitfxgz>o ^buxwtmz. 'p&< t^mmcD^m^mm 

MM? D7 h f'y'yj - (TLC) , ^^D7h^77^ - (GC) , HPLC&£<Z) 

1 5 ffi$E# 2001-3002858 
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„ pp. i-2i, igmm-, &&z$?zK<5\m2tiT^z>j:wiit0m(Dz.£) . mm* 
mmmi izmm^ntc^^iz, ^^MtLtchMZftgmmizm^. hplc&jsv* 
tcMmmmftzmmmizGc - kst* mmm^m^^A^m 

[0 0 2 9] 
[0 0 3 0] 

fcfc^©#^&ffiTSitr5-£#"e£SDNA<0;* > h l/X»'l££:{£T 3 
[0 0 3 1 ] 

mM-e&Z. Witt, * h t/*BfffitfM£TS:3l3rT?£S «t^ft«ft^8Lt, 

±«i*aj&iftc*5M , rscii:*«T?^s. aim© j: e> t^mm^KD^mm^m^ 

. fit, m^M!£^tftt-r3 0 S^fttt, **if>^>iaS»*S:ia*!lfc 
[0 0 3 2] 

16 , m$E#2 0 0 1 - 3 0 0 2 8 5 8 
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m^mmoozm^x. ^^^fy^ymmmm^m^AMmKmm^r^mnmm 

s<mMlz#iti J p-t<. x h lsxM'&tfi&TLT^2>Z.£-tfmmist=. (015, 1 
[0 0 3 3] 

©Delete, 31^©*R^feJ:tJf|E^%C0filR^*ti-6. 3&3i©flJflHI 

lctt»3S©^*fflht)^**lSo *^if>^>iii5^tt£;f 1*-3g&s^£=I- 
^mmmm. t.r=.itmmw?'(Dm^mm^mmt.vx, mm^^m^nmt 

[0 0 3 4] 

#^Hj!£jM-r.g>M5i: LTJi#fc0J|5IU£&<, i^^ffit^fflv^sr t^t* 

h^=enni/ (Zea mays) "T?&tU£VP14 (Schwartz, S.H. et al., Science 
. 276: 1872-1874, 1997; Tan, B.V. et al., Proc. Natl. Acad. Sci. USA 94: 

12235-12240, 1997) (cDNA : BJ#J## 13, g0I : BB^J## : 1 4 ) , h7 
h ( Lycopersicon esculentum ) Tf'&tUSLeNCEDl (Burbidge, A. et al., J. Ex 
P. Bot., 47: 2111-2112, 1997 ; Burbidge, A. et al., Plant J., 17:427-431, 

1999) (cDNA : BB#f## 1 5 , ISf : IS?'J## : 16) , t/Uj 
fetltf, AtNCEDl (cDNA : fB#f## : 1 , gQS : IB#I## : 2) , AtNCED3 (cD 
NA:ffi#I#-E: 5, Sfift : IB?!I## : 6) , £ J: »AtNCED5 (cDNA : gH 
#J#-£ : 9, gfi^: @B?[f#-^ : 1 0) , * ^ fcf - & ti «CPRD65 (cDNA : 
S^ll, Sa«:MH^J#-^: 12) 3Wj*We>*l£„ teOffitf&fi*©*^!^ 
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u ^-r-^-^a^^icj; vmm • mm-t^^tt^-psmx^^. *mmz& 
■f l ^mmt \$mfe £ nx < x % £ ^. 

[0 0 3 5] 

3itf)#j§m, mmfc^<Dftmzmffl?zfz.&<nmkzmmte^?*-iznAi;X 

[0 0 3 6] 

ft^Xlt) £^T^lftmRNA£-mil£^&£i£, -£<7>2gJB£ #PIW b J: e> 

-r s A-awa^y-iBsm & & - r^iz^icfc* ite^M w& & 19 

Zl £ iCfifc^bT (Zamecnik.P.C. and Stephenson, M.L. 1978, Proc.Natl . Aca 
d.Sci.USA, 75, 280-284) „ 
[0 0 3 7] 

&c&^ f £ #}sH^3i^ * # - izmwmfc^oi T y ^ -fe > * DNA £ o ft V > -e^K 
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- m mm^mmm *m^x ic^^mALt^ry^^y^ wkt>mm 

K&^TTy^^yX®^Z%M?ZZ£T*®&T^UZnt=.(Ecker,J.R. and 
Davis, R.W., Proc. Natl. Acad. Sci. USA. 83:5372, 1986) 0 ^(D^. ^tn^^f 

^tic^t^, Ty^^y*RM(Dmmz£^xmmmte?-(D$&mi£fflM-t 

ZM-tf^k^ZtlXlS U (van der Krol.A.R. et al., Nature, 333:866, 1988), 

met- itmmiz m^mmmm^^m thxry^iz >*mtmz l 
areas. Ty^tyxmmttmmMte^cD&mzMM-rzftmiiLTte, 

AsK'J ^^-iftCJ: »JMas»tc|S^A'-^ , fil5i*«^e>tifeSPffii:©^>r y*y *y K 

^r^-/ tr>^8pfa^d<y (A)#M^i:©7\-f ^y >y K^tc«fc*^^^>f s/> 

n K>ie#<z>y ^y-A^-a-asfeiio/w :/y >y K^»c«fcs»SR«i«!l, ™rnao 
isiRM^jKy y-A^gp^^cD^-r^y y k^jcj:*^^ k«©#«re 

«aftiv mfc^nmrnt^mi ,n m&it&m a, pp. 319-347, 19 

93) 0 

[0 0 3 8] 
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»J*>$g<, L<i£2.5kbJ; yfcjgV*. 

[0 0 3 9] 

> hD>S^ RNasePtC-^£*l£MlRNAtf) J: ^{C400^ ? KJ^_ttf)*£ & 

■|£F*-f>£^£ (/hM ■ ^S^.gfif 35:2191, 

1990) „ 

[0 0 4 0] 

KS'JW A©iaM K*>f G13U14C15CDC 
l5a>3 , ffi!|S:flJ»T'r&*<, JSttlci±U14««9tt©Ai:Jtfe||*fS:^-ts - iij^Mgi: 
S*U 15fi©iaa£ttC©SA^CA*fettU^%)^W3n&r h^3tlTV^S(Koiz 
umi, M. et al., FEBS Lett. 228:225, 1988) „ V stf-tf 4 ACDSSSg^fiPfiS:*? 
»aSffia£^CDRNAgB^J^ffiffiWtC«!S (C gg ft -T*U£> ^fi*jRNAtfi(Z)UC, UU££. 

& ua ^ v * e> ib#j s skis ^zmmmmwtewmv z£.tfnsmr*3b& 

(Koizumi, M. et al., FEBS Lett., 239:285, 1988 ; /^MM • *J§<3^, gfif 
g[gft&fi3, 35:2191, 1990 ; Koizumi , M. et al., Nucleic Acids Res., 17:705 
9, 1989) p ffljUZ* T^tf K^2x^OAtNCED33ft^^©r3- r<E>J: 

U y97.i£v h *>f ^H/;*©-^^ hRNA©-7-f ^-*g|lCjI 1 ffi£;ft£(Buzayan, J 
. M. , Nature 323:349, 1986) „ £0) y sKif >f Atu SCW^^WfcRNA^JBT £j£B 
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Z-t&oiZMtfT'gZZ. il^^tlTV^CKikuchi, Y. and Sasaki, N. , Nucle 
ic Acids Res. 19:6751, 1992 ; mtikft, 30:112, 1992) „ 

[0 0 4 1] 

m#J*Wmx*% 3 <fc ? izmiZ tifc V sKif >f ffiiM^t'^SHS «fc 
r©<te>&££, te^StifcU sK-if^f A£-^frRNAfr& U3jfif>r J*B&1Eft&IE 

mic-®*)m-?r=.®iz, v tf-vj j*b&<d& miz h u s >^&ff3 

*tC«<B0<Z> h U S >^y #if>f A£ffitt3i£5£i:fc^fBT?&£(Taira f K. et 
al., Protein Eng. 3:733, 1990 ; Dzianott, A. M. and Bujarski, J. J., Pro 
c. Natl. Acad. Sci. USA. 86:4823, 1989 ; Grosshans, C. A. and Cech, R. T. 
, Nucleic Acids Res., 19:3875, 1991; Taira, K. et al., Nucleic Acids Res 
. 19:5125, 1991). Z1<Z> <fc ? # ^^JCdfe/*, SWaft^W 

© & » <0 ttffi & ^ [tf T? £ £ £ 3 fC L T , «fc *j & #> S . £ i: 1? £ « (Yuyama , 
N. et al., Biochem. Biophys. Res. Commun. 186:1271, 1992)„ rCDJc^&U 

[0 0 4 2] 

fcBtfU & ^ £ DNACD^e^il fC «fc o T % tc & $ *l £ ^yjflf&J tC J: o T 3tJ& $ tl 

£frT-&&V^\ ffi^J{C^V%TliLliL^^$tl-2> (Curr. Biol. 7: R793, 19 
97, Curr. Biol. 6:810, 1996) 0 M*.&* **->f >^ > HH^'S SISI 
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F^zmfc+nftmtf&Mfflznfrmmftzmzfe&^iz* 

y n ^"'7 A liLipman-Pearson^ (Lipman, D.J. and Pearson, W. R. 1985, Scie 
nee 227:1435-1441) bt^So £0>:£26M:, £ TSB^- # £Jfc$C U 

^g|BI'f4©ffiV^SH^J-5 :; -^-^COV^T, BB#f©*i$(GAP) b *B |rM4 £ 31 & 

[0 0 4 3] 

*»Wt?3pJffl3 4x*, 3t'K : ?<3D»3HS:«IfflI'r*t»IBS:^-r-6J:SB©«fc^3&DNA 
SrWffiUT^ h U^W«^ffiTbfe^jR«lft*I^Sf^»'rs»^tCtt, s£DNA 

[0 0 4 4] 
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mmun m*. mm, mm. mm> #;i^> ^n^^x 
jct>*?a->, tikmzmmysfo, ^<D^m> & &x$vu-y commune it n 

<2>o 

[0 0 4 5] 

z\<D&o\zLTft&znfri&nmMmmmz. f*i»#i:MbT, aba 

[0 0 4 6] 

AtftT — ®g ( Vigna unguiculata IT84S-2246-4) !&$fcjC#£, fiiT*80n 

ift60%, (300 lux) ®^#T Whatman 3MM 'MU^C* < * T?ff o 3 

• DNA@E#J##r 

SSJ^^^^ FWt^^A Model PI-100 (KURABO) fcfl^T^X^ KDNA 
<Z)#§M£t)SSgU DNAi/-^rc>-tf-- Model 373A (ABI) T?BB#[&8I^ Lfc. % 
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S@E#I33 £Z$7S. J GeneWorks V7 h^iT^^f A (Intel 1 iGeneti 

cs, Inc.) , Sequencher 3.0 (Hitachi Software) £ <fc 4 7, ZJ 1/ 1/ G 
enetic Computer Group (GCG) zfatf^&ZM^^TffltirLfc.o 
[0 0 4 7] 

* 5fM*ra«% ^ e> © cdna ^jzf^v -<Dmm*MTiz&oizLTft^fc 

> SS3fc*#T Whatman 3MM MUt SCIONS < 3 £ tlEW^ffo 
^ffl&«Lfe^t®*^^RNA&attfla*$4^TV^fe^^£•eaBli^Lfe -(Nagy, F. et 
al., "Analysis of gene expression in transgenic plants". In Gelvin and 
Schilperoort (eds) , "Plant Molecular Biology Manual, B4" . , Kluwer Academ 
ic Publishers, Dordrecht, pp. 1-29, 1988) „ JCffii (Sambrook, J. et al., "M 
olecular Cloning: A Laboratory Mannual", 2nd ed, Cold Spring Harbor Labo 
ratory Press, Cold Spring Harbor, NY, 1989) [Clot, £RNA&>r U ifdT-fe 
}IU-XJ]^<UIZ 2 EHSLTjKU A + RNA &SfSgb£: 0 ^iZTzf^-j LfcRNA 
(Dffi2%tf?HVk + Rtik-frmt LTEHlX^tl^o JKUA + RNAj&>£cDNA Synthesis Sy 
stem Plus (Amersham Pharmascia Biotech) v*T 2 :fclIcDNA b cD 

NA Cloning System (Amersham Pharmascia Biotech) V'»TcDNA;fr ^cDNAt^'f 

[0 0 4 8] 

X h l/*S:#;fcTV>fcV>;&tftf-fr&^lliLfc#yA + RNAjfc* £>gH5gLfccDNA£ 

£Jg^T, _hlBtf)cDNA^-f 7^ U -<D?<< 7 r ]/ 2/ */ V Jl X 9 U - — 
fe- (Sambrook, J. et al., "Molecular Cloning: A Laboratory Mannual" 

, 2nd ed, Cold Spring Harbor Laboratory Press, Cold Spring Harbor, NY, 1 
989) iCfigoT, y^-^A-f^'J >3 >£?T cDNA^>f^9U-*> 

£ 1X10 4 ^=y-9 ZxV U 
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[0 0 4 9] 

■ZOffiM. 10B#raf££i* h U^Sr^fc*^tT-a*© [ 32 P] ^;i/L£cDNA 
*J!fcW\>f 94 Xi/ tr+frifift e> *iS ^ v - * 

in vivo T?^^^ K&^UffiU *l§® IC?£H3» L #e>*lfey 

#T&C££cDNA£^;i/-:/;frtf £jILT, CPRD (CowPea Responsive to Dehydrati 
on) 65££tfVfecVM>7U->$:mfe-tZ>Z.£.tfT*gf=. 0 
[0 0 5 0] 

— 9*>^n^ hA>f^'J 94H-i/a>iz& VMffi htc a 8 HBOllMSiA 4 
HIS*©** bf-&v^fc^±# *>3l£ffiU 1" tc J: < # =&-^tf±JC«[AM L fe 

[0 0 5 1] 

^RNA^cNagy^cD^^ (Nagy, F. et al., "Analysis of gene expression in 
transgenic plants". In Gelvin and Schilperoort (eds) , "Plant Molecular B 
iology Manual, B4"., Kluwer Academic Publishers, Dordrecht, pp. 1-29, 198 

U y 7 ■< — iCfg^ L>7c (Sambrook, J. et al., "Molecular Cloning: A Lab 
oratory Mannual", 2nd ed, Cold Spring Harbor Laboratory Press, Cold Spri 
ng Harbor, NY, 1989) „ ±4 U > 7 -f )l> # - It [ 32 P] ^ £CPRD65 cDNA^f 

ft£ 50% *M7^ h\ 5XSSC, 25mM 'J>»th I J9^W77- (pH6.5) 
, lOXDenhardt^M, & J: 250 /t g/ml£>^'[£-tf->r¥f^DNAi}i T?42t; *e /W :/ U 
^X§ffc„ 0.1XSSC, 0.1% SDS^60r T^5#<D#fc}#*£ 2 [Elfi^, t-h^y 

[0 0 5 2] 

CPRDeSit^^-^fg^aicM-r-Sie^ll^©^^ . CP 

RD65©383i«:, S£«6^ M/^JCJ: *;^3Sfc±#"TSii:^¥!f9iLfc. CPRD65&c*f 
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[0 0 5 3] 

T, CPRD65 mRNA <DVO\s\ZWPht=. (01) 0 CPRD653HS^-&, fg^^SiCj: 
[0 0 5 4] 

[HJ&M2] CPRD65 cDNA ©i/-^X>^^ff 

1 T*ifMit£tlfcCPRD65 cdMmRlZ^X*lZ&\,^1fe'&tfm&bftt=.fc. 
CPRD65©g|5^cDNA$:^n-^lCbT|WICcDNA^-f ^"^ U U 
>^bT^^cDNA (BB#I## : 1 1) £#-f£L£ 0 CPRD65tf)^RcDNA? n - 
3-Ft67 5;»J : 1 2) &H2&C^t\ ^«CPRD65 cDNA&2 

432bp^£&U. 125bp(E>5' -flanking region (5* HUg^l^) £486bptf)3' -flank 
ing region (3' -H^«0 fc^f^,, 3' -flanking regionfctt, d<>J7f-l/ 
->>3 >3>-fe>-9-XlHjrj (AATAAA) ^loBffi$tlfe= 3(£>IB#!tt> 612T5 

M $ tl £ m &M<Z>fr^M. 1*67 . 6kDa £ ff H $ tl fc. CPRD65M Q j| CD^^S £ *l £ 

^nni/ (Zea mays ) tf)VP14 (61%) (Schwartz, S.H. et al., Science. 276: 

1872-1874, 1997) £ <fc t>* S V h ( Lycopersicon esculentum ) CD^^if >^ > 
HH^Hll (69%) (Burbidge, A. et al., J. Exp. Bot., 47: 2111-2112, 1997 
; Burbidge, A. et al., Plant J., 17:427-431, 1999) tilV^^^n^-?:^ 

b^yPv htfV^??- K$:^f LT ft f=. a CPRD65. VP14, £J:t>*hV 

[0 0 5 5] 
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mmms] cpRD65it^©>?v i±wy-7uv bmm 

#^-<z>CPRD65M»te^£8?^t-3£#>, >f J UWyzfuv h/W zfV 
#4 M-i/m 2-D(DX b U >^x>$/-©&#-efT o£ (03) „ 
[0 0 5 6] 

>^ff«^mfB«(Z)^^{C^ofc (Sambrook, J. et al., "Molecu 
lar Cloning: A Laboratory Mannual", 2nd ed, Cold Spring Harbor Laborator 
y Press, Cold Spring Harbor, NY, 1989) „ 10 ft g(D>f J ADNA&fKfKlpgRT'iaJ 

MfiU \%7i3u-7.>f)\s~eftW$k±-< uy7 j )i*-\z$&3fLfr 0 ? Dix- 
it [ 32 P] ^sOlLtc-mftt: 30% 3^;i/AT^ h\ 6XSSC, 5XDenhardt?g$u £4: 
rJP 100/*g/ml(D^'S-9->rM^DNAcfi-e42°CT'A-r ^>fX3tfe. 0.1XSSC, 0 
.1% SDST'601C-£15£-(Z>$;^& 2 tU (B) , $.fciZ 0.5XSSC, 0.5% SDST*37°C"e 
15^©gt#$:2im (A) Srfrvv H ^s;*^ 7 * -feffofc. 
[0 0 5 7] 

CPRD65 cDNA ft, -e©fi3SgB#l;fr |*&lCEcoRI fcXbaI©ffl|8#3gap&#& 
<, MndUI(DmmBmU&tffcmi't=.2WffilC.mm2nZ> 0 CPRD65 cDNA£:/a 
-ytCflfcofc/W 7V #V i£-5/a >©MHI, EcoRl*fctiXbal©^!JWrlC*f L/ 1 
*©/t>K*<, Hindlll^JWrtc^L 2*C35A> K*<=fftaj34lfc. ±IB (A) 

Ulte, cPRD65it>S^ii, K^at^^^tc/hs^it^^r ^ V-ZMf&LT^ 

[0 0 5 8] 

[JSS60&4] CPRD65»^0>y-if>:7ny hflMff 
«>5r*ai*^ h l/X#CPRD65(Z>^fC&&t-f£#&tS^£ 0 Iffffi, ABA, 

, 250mM NaCl, 100/tM ABA, fe«fctfffii>f *>*S:^tflS?R"e^WS*fe- Mfe 
<J:t5fiS^M/^j!!iaH ttteUfete&fe-etl-?*!,, 40°C £ J; t>*4°C tf> -f >^ra 

^-^-}c#bT^o^„ -eti^ti© m?®* his^mmiz o, i, 2, 
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SfettiSifi;* blsXlZ£-DTl*MmZft&^Z£j)mWLt=. (04A) . CPRD65 
[0 0 5 9] 

V h/W -7V #>(M-*/3>&fTvtc (04 B) . ^mmmiZ^i), CPRD65itfc 
[0 0 6 0] 

[^as«5] A?9-v r-e^s*fecpRD65sa«©»3iitss 

02) „ CPRD65it^^^^-if >^>H^gPii£=z- K LT V^Ofr fem^S 

^J»aT»^S-ftfcj|aSIA.CPRD65Se«©^ffc^»#ffiS:^#fLfe 0 CPRD65 
©3- KfiI^(2DNA$r;t &PCRT*iftIU PGEX4T-1 (Pharmacia) (DGSTjtfe^tC i 
n frame X*M&£-&. ^r^v^v^.^ F PGST-CPRD65 SrTIB© J: "5 tC*Si Lfe 

[0 0 6 1 ] 

CPRD65^ £ fC £ =1 - K ^ £ DNA £ , ^^^V- 5' -ATTGAATTCATGCCTTCAGCTTCAA 
AC-3' (M^l^t^ : 19) £J;t>* 5' -ATTGGATCCCAAAAGCTACACGCTGGTCCCC-3' (ffi 
: 2 0) SrE^TPCRKI J: yifdUfc. » £ *l£PCR$T# fcpBluescr ipt II 
SK+ K^#-tf)EcoRVgP&&C#AL£o PCRIC «fc U DNABB#flC3EM#£ £T V^V^ 

frJffA L fcPCRWf ^©StaSBB^J SrfltSR b £3SK*JK:IEM©&tf> v^PCRWr 
# SrpBluescript II SK+ # —frbfflf&BM (EcoRI, Xhol) 5:^9 WTDNASft 
^tillTWb, r<DDNA$T#$: pGEX4T-l (Amersham Pharmacia Biotech) CDEc 
oRI, XhoIfflSffilcftfAU pGST-CPRD65£«|§U£:„ jz&M JM109 & pGST-CPRD6 
5 PGEX4T-1 T*7£«if£#IU Ugtf8n?37t;*ei83SLfc. 0D 600 #iJ&0.5tCJ& 

o^ii^5T'-r yynt°;i//3-D-^^-^^^ htf^y^K (iPTG)£#n*., ££fc 

17tn?12B#|gigil&JBttfc 0 i|l|lffla&iaJ&U St^Lfelfe, [10«M 
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Tris-HCl (pH8.0), 5mM MgClg, 5% glycerol, O.lmM pheny line thy lsulfonyl fl 
uoride (PMSF) , O.lmM dithiothreitol (DTT) ] lzMMLf=. a 

(D^mtbUy^ym^\(D^mt> GSTitte^®fe-£->X^A (Amersham Pharmaci 
a Biotech) ©Hft^^C^ o gfi IIIli^D -5M > T V << * V V (Bio-R 
ad) ^ot^bfc. 
[0 0 6 2] 

±m(D£?iz*MMT* GST-CPRD65 M&M S M Z Mfflmm £ 
^^^;Hft>t77D-^4B?:M^Tgei5:i^lt 0 ^©«|gGST-CPRD 
65|flg|x.MafC#, S/*-*:frif (cis-neoxanthin) , h ^ >X-kftf ^if 

y^-y ( tr ans -v i o 1 axan th i n) , £ J; X - fcf ^" ^ if y ^ y (cis-violaxanthi 
n) if > h*^££j&-t£2>v£i)|^£ o 

[0 0 6 3] 

(Schwartz, S.H. et al., Science. 276: 1872-1874, 1997) „ V7,-%^^y 

"f-yt h^y^-\f:^t^^y^-y\t^^vyv^m^ »JwasfL/fc. S/^-tfa-^if 

y?-y\%*\/yVO&-frhm%khfe* Kfoffl. (100^1) it lOOmM Bis-Tris ( P H6 
.7), 0.05% Triton X-100, lOmM =i;i/fcf > ^ , 5mM FeS0 4 , £ J: gfiMt$ 
f*f£-^tfo ^ST* 1 B£KM; 7K lml fciP*, n-^-Q-y (1ml 
X2) , tfcKlgfBfca^/l/ (lmlX2) VmiUlyfco n-Adrt>I^§:giU Nucle 
osil 5 C lg (150mm^, p*|#8mm) jj 9 A IC J; y HPLC^ff Srffo £° #9 At*, M 
g£A (85% tmMB (# □ D*;t/A:* # y -;V=1:1) 

f-fI>hT*, SfcM 1.5ml/min Tfigffl Sitrfe. »ffiB©» i K*25^^W'T10%^ 
£ 50% {C 5^fS50%tcHMLfc. ^ffi^liUV^ffi^7?440nm(DlSlt2$:^ 

— $-Ltc 0 WWl^^frWft*:, Nucleosil 5 C 18 (150mm^, p*J#8mm) # =y A £ 
JgV^HPLCJC <fc »J3(tSSLfco 50%©*;* * 7 -;i/"eSfc38 1.5ml/min 

Tf&ffiS-tt, UVMffl»T?260n«C0lRJRS: i E-^-L/fe. if > t* $/ > (xanthoxin 

[0064] 
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GC-MS##f tea T<a£e>iCL T^f O 7t o 5890#X? n V h ^77 (Hewlett Pac 
kard) fclgfgUfcAUTOMASS'r**'** hn*-*- (H^S^) S^JCMv^fe 
o ^flr&fr&JSJTlCa*'*-. >frt->fb, EI 70eV; ;*J^A, DB-5 (15m^; f*r#0.25 
mm; 7 ;i/AMf 0.25#m; J&W Scientific); V7jfZ>, He (1ml min -1 ), 

SAsi, 25o°c; 25o°c; tjmmmum, so-c a &Ai$>mcm 

*&U iMl& 30°C min" 1 ®^T200°C £ T*mU £ it, S & K. 5°C min -1 
©5SS*e230TC*-rJtJllS-tirfe. 
[0 0 6 5] 

0 5 IZmLfc <fc HPLC^flBcioT, GST-CPRD65M 6 ft if > 

*>®ift'&jRj£K:«fc»j, M£;fl£C25jg%hif > r^S/^jWfcffiSftfc. if> 
r-=¥S/>©£j£tt, GC-MS##r"eif> h^rS/>tC#|»e5«s>f -T Sit 

JCJcotfltSKLfc. ^*y£?tlb(DleBft&m*:&iTl^? : m/z 250 (4), 168 
(32), 149 (77), 107 (61), 95 (100). if > h 3? > £ «fc t>T25jg#te 

<fc »JGST-CPRD65aflg|^.5BRS:GSTSlS^fcCPRD65fflS^JC^lKUTfe, ^tV^(7)^ 
[0 0 6 6] 

[^J6M6] CPRD65Se«<Z)N^M^c^i/n>r S^X^fr 0 h^" 

M&1$ifih 1 7y&»j h*'7 s ?'F£LT<D®m&m't&fr*:m'<&fcto* CaMV 35S 
^U^-X-ltS&tfV^tf ( Aeguorea victoria ) (DSf&B&^ybM&W (sGFP 
) (Chiu, W. et al., Curr. Biol., 6: 325-330, 1996) Mte^-O PfltCCPRD65S 
SRCDN^I^ (1-148) #3- KStl&flHit&^fS 35S::CPRD65N-sGFP 

[0 0 6 7] 

CPRD65ge5t<Z)N5fc38/<^ K (1-1487 ^ / IS) lC*f]£lj- &DNA&, 7°7-f7 
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- 5 ' -AT AT ATCTAG A ATGCCTTC ATC AGCTTC AA AC ACTTGG-3' (BB#f## : 2 1) 
5' -ATATAGGATCCCTCCGGCACCGGCGCGAAGTTCCCG-3' (fB#I## : 2 2) SrMV^PCR 
KJ: yiffipILfc. PCRWt^iS: pBluescript II SK+ K^#-lcJ#AU PCR{C<fc£ 
SB3*J©gEM#fcV^fc&?ii&Lfc. * - (Chiu, W. et al., Cur 

r. Biol., 6: 325-330, 1996) tf>35S^D ^E- # - £ sGFPStfc^-tf>|?9iCDNA$T# & 

h©>T >^r3.^-S/a J^ffrf3*£*l£<fc 3 tCffofc. (Abel, S. and 

Theologis, A., Plant J., 5: 421-427, 1994) „ 
[0 0 6 8] 

35S::CPRD65N-sGFP J: Tf^tO) n y h U -Jlffim®?} (35S::sGFP) 

DNAh^>^>'x^i/a>^{Cj:Ui/n-r^^X^-^e > i®i^Lfc^ , n 
^hA#Abfc (Abel, S. and Theologis, A., Plant J., 5: 421-427, 1994) 

£?iZ y 35S::CPRD65N-sGFP$:yD h^vX hT'— i^eUJC#§JE$-&fe#-^, -^(D 
&ytlZ&mmz.m&LT^t~. — 35S::sGFP«i£«#ALfc:|§-Si±, 
te&it#T*J±&<, £Ci|l|l|ffi«MfcfflS*lfco ^tl^CD^tt, CPRD65SfiKcD 

£ bTHIB-f-Si £ £^LTV>£ 0 CPRD65§S|t&&ig£McM£U ^Lififttf* 
T*ABA£jg£t-££&&C#tgLT^££M£*l£ 0 
[0 0 6 9] 

4f 8 H BO^^tr-icSg^^. h l/*^*., l*r£ABAl^;i/©^»&M5tL 
^HI^Ii^T'^^^XL, # ^ (20-80%) X'2mmmL 

t=. B [ 2 h 3 ]aba &iD^fc^ #?£»&iifiru nmm&mm&m &*? v^m^ 

^oT»lftffillif^S:#fc. Bond Elut (C lg fccfctfDEA, Varian) £ 

m^^TMmzmZnt^mcfe-DTmmZft^fr (Wijayanti, L. et al., Bios 
ci. Biotech. Biochem. 59: 1533-1535, 1995) „ $ggg £ i±T ^ & V^4» S>ffi 
IgUfe&iftli Senshu Pak 0DS-2101-N (lOOmm^, F*f#6mm) (Senshu Sc 
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ientific Co.) &fflV^HPLC£-«f&fTofc. 4Mf&fM*Jg*!&tCSB«<* tc % <D £ H 
$t(CL£: (Wijayanti, L. et al., Biosci. Biotech. Biochem. 59: 1533-1535, 

1995) o mmztifcu,m$. ^-^^mvr^^^yx^^^itL, gc-sim 

[0 0 7 0] 

0 7C^1-J:e)lC, Sg«l«!.a2l^|filJKWtCABA©*jtt^*ofc.' lOB^ffrfei 

M3L£M>tf)ABAi^;w£* b ux &#a.3&vmi> h a-;i/ffi%ic.fct^i40>fg&c 

jft£o£ 0 CPRD65 mRNA ®^^(Z) # >f ^ > ^ liABA mRNA (DW^<X> * 4 $ y £*<k 
UW^fc (07) „ 
[0 0 7 1] 

CPRD6551^(D^{i^X hb^tC J: U |g;J3 J: < SISiS *g 

T?CD8§3*«Ma*T?&ofc (04B) o ffrl^* h l/XTT*CDCPRD65<D#i§gi£ft£ABA 

tl^*L&ft*g«t3lLfe. £ft£>©»'ir<Bl*£ABAl/ ^MS©ttf^T'M 
5tLfc a H8JC^Lfe«fc-5tC, f^^ABAilifg^X h UXIZ «fc 
MWtC««f#Sg«>e>*lfc.#, ®4B£ £l>*8 {C 

^LfcJ:?^ S l/^tCfeW-SABACOJfittHfHWi&Sat^^-^li, CPRD6 

[0 0 7 2] 

\MteM8] jjy^-mo^fy << (xanthophyll) ftift 

nn*y± by V2mm&is> mmhfcvt. 8o%*#y-;i/ (imi) izmmv 

, Bond Elut C lg #9<MCn- KLfc. 80%* # 7 -;i/4ml£#nx.T#^A£#G 

#U 5mi©^ ^ y n n^;i/A (71:9:20) T-if > h 7-r Lfc 

o tgtfi?R&!R#l8L, Nucleosil 5 C 18 £ Senshu Pak Si 1 ica-2551-S (250mm^, 
ft^6mm) © # ^ A £ JS V * T HPLC#*f S ff o ■ 0DS-HPLC© te_hf S £ 1*1 - T* & 
S. S/U *HPLCT?t±, SfsS£}£ 1.5ml/min fcU *8&Afcj:If;gftx^;i/-n-/\3f -tf- > 

(1:1) , mmBitmm^jv^m^x. ^b^3o^^^tio%^^ioo%^^u 
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[0 0 7 3] 
[0 0 7 4] 

&s±£>£olz. ijW-cDtttimm&l&fR* CPRD65 &*:*-!J , >^>|jgg#iR 
&3-KLTfe»J, : e©g|^{i^#:^C^LTV^e^i:^^JH^L^o CPRD65J1 

y*y*-?. CHI CPRD65gBjR#, h U*JCJ3ttS 

ABA£^j£K:±£M#^5#*T?&S£fc£&<^lftUT^<5. 
[0 0 7 5] 

CPRD65$r^n-^{CLT, 7^ K^>Xtf)cDNA^>f ^"^ U - (Abe, H. eta 
1., Plant Cell, 9:1859-1868, 1997) & X # U - — > ? Lfc 0 3£vn 

9-^^&7r-y^O->&#JKL, WPW^T'cDNAM^$:-© i ;ffiLT pBlus 

cript SK+ tfUCfflAU *mMZJ&MmMLt=. 0 DNAffi^J<Z)jS?«f JC «fc U , 

CD? n->tt 1 0©y^/-^lC^JSStlfe 0 itl&AtNCED3fci&f5fWfeo AtNCED3 

y^ymmmmz^- ^^^c?Rd65tmM^m'\±^mLt=. (09) 0 

AtNCED3 cDNAtf>i&S@2#J£®J?rj## : 5 A tNCED3§ QS©75 1$ SB? r J 3: j§B 
#J## : 6 IC^f. 
[0 0 7 6] 

0] AtNCEDl, 2, 4, 5 OJM&tf^MNff 
CPRD65 AtNCED3 CDttlSBB^J V^DNA-?- # X b fcMIH, 
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l£v*ffiraffi#S&S>ftfcIB#IS:4fHJiiilkfc (Ac. No. AL021713, AL021687, AJ 
005813, AB028621) „ 

AL021713<Z)ffi^J±^C#^'rsffiH^t<^>«V^5ie : ?■S:#«t , t<5fc«)^C, gDNA $: 
MICPCR& (y^^V-5'-CCCGGGATCCCTCAAGCCTCTCTATACCG-3' : 2 3 
, 5' -CCCGGGATCCTTTATACGGATTCTGAGGGAG-3' /SB#I## : 2 4) Tfg WSft^^Wf 

) #&0&jfi£^&^fc#n->&#IILlS£PCRi£ (^7^ *7-5' -CCCGGG ATCC 
CTCA AGCCTCTCTATACCG-3 ' /BB^J## : 2 3, 5' -CCCGGGATCCTTTATACGGATTCTGAGGG 
AG-3* /Be#J## : 2 4) T*it'^£*tifig LpBluescript II SK+ (Stratagene) 
©EcoRVif-f Mc* n- — >^L/DNAiftSfB^!IS:^^bfc. r ©itfc^ &AtNCEDl 
£Lfc 0 AtNCEDl cDNA0>J&£BB#f;&fB#f## : 1 JC, AtNCEDlg£ft(D7 ^ 7 g£ 

[0 0 7 7] 

AL02 1687 (D @E?'J _t JC f S ffi l^'ffi © fif V \ 31^^ & ~t Z> tc &> IZ gDNA & 
fCPCR& (^^>r -ATTGAATTCATGGACTCTGTTTCTTCTTCTTCC-3* /IH^'J## : 2 

5 , 5' -ATTGAATTCTTAAAGCTTATTAAGGTCACTTTCC-3' /SB#|## : 2 6) T'B iftiifc 
^Witf £if*@Lfc 0 ^©m^^^n-^^ UTgDNA^-r - S> B ttaft^? 

Sr-g-tr ? n - > li?Spcr?£ (^7>f7-5' -attgaattcatggactctgtttcttc 

TTCTTCC-3' /HI#|## : 2 5, 5' -ATTGAATTCTTAAAGCTTATTAAGGTCACTTTCC-3' /IB 

: 2 6) ^itfc^-&ifi|@LpBluescript II SK+ (Stratagene) CDEcoRV+>- 
4 MC*n-->* , LDNA&SfB#[&&j£Ufc 0 i©3t^&AtNCED2fcLfe. At 
NCED2 cDNA(D&g@g?!l£IS?rj## : 3 JC, AtNCED2g 6HcE>y ^ 7 MfcBB#f&IB#I 
: 4 iC^-fo 
[0 0 7 8] 

AJ005813©12^JifC#^i-^^|^ffi©^VN^^^#it-r^^^{CgDNA$:^li[ 
{CPCR& (7°5-f7-5' -AAGAATTCATGGCGGAGAAACTCAGTGATGGCAGC-3*/HI#I#-£ : 
2 7,5' -AAAAGAATTCGGCTTATATAAGAGTTTGTTCCTGG-3' : 28) f 

JUS^Bt/i &*filSOfco ^©^T^&^n-yi: LTcDNA^-f ^5 U -^f> B#J« 

fc^-Z^ti? a -y Sr-^utL.SISPCRisg (^7^7-5' -aagaattcatggcggagaaact 
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CAGTGATGGCAGC-3' /ffi#|#-£ : 2 7, 5' -AAAAGAATTCGGCTTATATAAGAGTTTGTTCCTGG 
-3'/gB#[##: 2 8) -eit^-T-^ififllLpBluescript II SK+ (Stratagene) CO 
EcoRViM MC*n- — >^bDNA&gBJ#J&&Jtbfc. ZKBSHK^&AtNCED^ 
b£„ AtNCED4 cDNA©$6gK#[&BB#I#-^ : 7 (C, AtNCED4|g Sg®7' ^ SHE 
#J&BJ*JS# : 8tC^t% 
[0 0 7 9] 

AB02862 1 © IB#J_h IC ir £ *g |Sf ft <D ft V ^ £ #H e fc tC P 1 ^ n - > 
MUJ8©DNA $: #H b PCR& (5' -CGGGATCCATGCAACACTCTCTTCGTTCTGATCTTCTTC-3* / 
BB#I## : 29, 5' -CGGGATCCTCAGAAAACTTGTTCCTTCAACTGATTCTCGC-3' /IB#I#-I§- 
: 3 0) "eit^^-^ifif'ILpBluescript II SK+ (Stratagene) ©EcoRVi^ MC 
^ n- — >^LDNA&3iBB#! : &&5£bfc. ^<2ifr£^£AtNCED5£ b£„ AtNCED5 
cDNA©£g|B#I:&B3#J#-£ : 9 IC, AtNCED5gfifC©y ^ 7 6ftBB£f &@B#1## : 
1 0 iZyjk-t, 

[0 0 8 0] 

AtNCEDl~5<Z>7^ 7MB#l<B7^>f ;* y h^01 0 iC^fo #B2#J;fr fc^ffiS 

ti y ^ j mmn t. ? - # ^ - * _ttc % £ s^iicd mm & m^< t=. &>&mmmffi & 

fTofc (01 1) o Jt-e^jW^fV^ hTffe* GeneWorks (Intelligen 

etics, Inc.) Zm^^Xft^Ltco liUPGMA (Unweighted Pair Grou 

p Method with Arithmetic Mean; #^5iflSj*fc3*, «#!E#fJiSf, $ 
8fR-ffi&lR, «JSII, P252-256) $:^ffib^= [0081] 

mmmii] ktacEm^coj-^y^u^ hmm 

[0 0 8 2] 

%) . St^hl/^, ABATIS, ny h U-J]/t LT<D7k®M\±. j etl J ?tl250mM N 
aCl|§St, 100 At M ABAigftu jKS*S:AtlfeS/^- l^tC«^tt*<^^* J: e> C5f 
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4 o°c (DmummmK-mmmmm l r=. a 

[0 0 8 3] 

(Nagy, F. , Kay, S. A. and Chua, N. -H. (1988) Analysis of gene expressio 
n in transgenic plants. In Gelvin and Schi lperoort , eds, Plant Molecula 
r Biology Manual, B4. Kluwer Academic Publishers, Dordrecht, pp 1-29) L 

, i%©r^n-^y/i/*T?ii/->^fe»j20/£«i*o«$c*s&Lfe. mmkW}®. 

(D¥)i>frbMk*i-'( uy* y^uyizm^L. 32 PT^^;b l^cdna^d 

R^XS -if y/\>C7V #Vif-^H (Sambrook, J., Fritsch, 

E. F. and Maniatis, T. (1989) Molecular Cloning: A Laboratory Manual, 2 
nd ed, Cold Spring Harbor Laboratory Press, Cold Spring Harbor, NY.) a 
[0 0 8 4] 

*<D&m. AtNCED3 ate^ttssfit m&mm. ^^m&u^x^m^m<m 

mznzz.ttfWWl'tz.o Sfia^#T?t±SI*iiMe>*i«!^ofe 0 aba#L3S 

^fcti^MWett, AtNCED3Mte^©#§^ff#^ffi£*l&fro£ (EI 1 2 ) 0 
[0 0 8 5] 

mmmi 2] /^fyytMstfc AtNCED gesceiM 

K"TS*^t:-© CPRD65 fcte^CDfcflDfciS^jft^n ^-$:^LTVn^ (09) 

„ AtNCED3 m^ti^^y^ymmmm^^- KLTv^s^&as^sfeft, * 

®KT*|gJg$-&^^«X. AtNCED3 SaSt©^fc;^S53&#1$S:«l*fLfc. 
[0 0 8 6] 

^^^■7- (5' -ATTGAATTCATGGCTTCTTTCACGGCAACGGC-3' /IB#J## : 31, S 
J: tf5' -GTTTTCCCAGTCACGAC-3' /SB#J§# : 32) £/§ VnT, #n- — >^LyfeA 
tNCED3 cDNA ££gMfCAtNCED3g fiM & =2 - Ft" £DNA£PCR-e*f ipg L 
£:PCR$r#£pBluescript II SK+ (Stratagene) tf)EcoRV+r>f h IZ # U - — > >f b 

<b*i&^DNA|$T#£, PtoZf-HrZ/ S47>X7i7-f (GST) Jft^Sr-^tf 
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PGEX4T-1 (Amersham Pharmacia Biotech) CDEcoRl-^4 > izy V — A*^^ J: o 
IC^D-^^U 3r*^:/^^F pGST-AtNCED3 £#S£L£ 0 *fl§@JM109 
pGST-AtNCED3 PGEX4T-1 tIMb, LigW£37°C T'i&# L t=. 

o 0D g00 ^jf&O.StC&ofcilZl^"?: isopropyl /? -D-thiogalactopyranoside (IPT 

T— [10 mM Tris-HCl (pH8.0), 5 mM MgClg, 5% glycerol, 0.1 mM phenylmeth 
ylsulfonyl fluoride (PMSF) , 0.1 mM dithiothreitol (DTT)] 

£ = M&M8M<DmmiS£Zth U y^yiZ glutathione-Sepharose 
4B [the GST gene fusion system (Amersham Pharmacia Biotech)] & pft V ^ T CD 
Mmmz'lfc-DTft-Dfro IfifrolUi protein assay kit (Bio-Rad, CA, USA 
) £MVMT&j£L£o 
[0 0 8 7] 

***fy?->ffimBmy£'\i.<DTv1U Zfi^t=.%53k. GST-AtNCED35 & fill is 

tlfe= mM<D^MklZ& »J, AtNCEDl£ &tflWCED5iZ*i**4fy*>W&t8&iV t til 

[0 0 8 8] 
[HifeMl3] ^>**>:c-y 

LXyu4 JL-f-X-}- ( Arabidopsis tha liana (L.) Heynh. ecotype C 
olumbia) *%*>^fc 0 mm±*Anr=.W.&QcmCD-7^?sTJ V tmtfv McW£ 

Si/n-fjitxt^iiu 22°c, lewmn^m^yxmmmmht^^ 

[0 0 8 9] 

#^v>f i/yM^-Jj-tti V y^u~^^f4 ? t> j ;i/Xtf)35syn^-# 

- £ t>opBE2113'<^ (Mitsuhara, I. et al. Plant Cell Physiol. 37:49 

-59 (1996)) frbG\JSlsiii-*-mte^-$:M< Lfe^? # - (pBE2113N0T) 

L, ^n^^^X^^&#«IL/fcAtNCED3©cDNA&-eCDBamHI-9-^ hJCiE^f^I ("fe 
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H#*g-£^C J: UrbSMBlB ( Agrobacterium tumefaciens strain GV3101 (pMP90 

)) {c^ALfc 0 gM(7)&m?$:mALfc±mmnzjj-}-^4 isy w mmz. 

<fc*J3IMRU MJ±S$J?& (Bechtold, N. et al. C. R. Acad. Sci. Paris, Life 
Sci. 316, 1194-1199 (1993) ) & & ^TgF£§5h> a :>? ^X^lC^^S itfc 

izmmLxmm^mK&mmmttmfa en) srasife. ^siwitf^^ 
e»#e>tife^H«si^2ift^ (T2) mc»« 

U *t7^f ^>Wffi£^4jCDfrkfg3iff:fS (T3) £>«^£M?Lfc„ £ib&C 
[0 0 9 0] 

[^»J1 4] ^a<Etft»tCfelt*AtNCED33t^©«3S©M 
>> n >f 51 ^X-^lf ^«c&UtAtNCED3ate-7-© l/U<4 X + X±T&9tM&1fc\Z. £ W 
SAtNCED35t£ : ?"(JD|fi3i&,> -if ynj-fV ^^if-^a^tfibt. 
[0 0 9 1 ] 

mn&mfa iz&vz htucEnmm^vmmMffi tc ti, i >r n &m l t=. mmik & m 

ffi (Nagy, F. , Kay, S. A. and Chua, N. -H. (1988) Analysis of gene expres 
sion in transgenic plants. In Gelvin and Schi lperoort , eds, Plant Molec 
ular Biology Manual, B4. Kluwer Academic Publishers, Dordrecht, pp 1-29 

%k<Dtf)ifrbRM$:±4 uy* y?\sy\z.MM-\^. 32 Pt7^MfeRNA^a- 

~7*m^TJ -if y)\4 #>f-tf-S/3 >£23^&o£: (Sambrook, J., Frit 
sch, E. F. and Maniatis, T. (1989) Molecular Cloning: A Laboratory Manua 
1, 2nd ed, Cold Spring Harbor Laboratory Press, Cold Spring Harbor, NY. 

) o 

[0 0 9 2] 
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S8 «> *l V > # , ftg&ft T* -T "C tC A tNCED3it fc^ © »3g #|g & £ *l = 

mi&^eit, »^«cTttAtNCED33t^<3D«3K©|g*8f8#*«|SS«>e> 
tltctf, yy^iEy^m^ltmm^ h l/^&S&fToTfcAtNCEDSafrB^-CBSB 
3ltt38#>e>*ifc;frofc (013) „ 
[0 0 9 3 ] 

[^1115] ^«*E&#£fcttSft£ABA:ft©9Mllr 

*/ n >f 5? AtNCED3itfc^-tf) */ n -i xj-X-t-Mnmmmz £ ft 

£ ft£ABA:i;<Z>$!l5£ £ L 
[0 0 9 4] 

^^|s$:Mv>fe 0 ^^IMi^t^^^t-f XL, 7K-*#y-;i/ (20-80%) 

T'2m^ffiLfc 0 [ 2 h 3 ]aba &inAfc«, &m<®)zmmL. mmm^mm^m^n 

^mm^^W^m^M^^ntco Bond Elut jtj-hV-yV (C 18 33«fctfDEA, V 
arian) Srfli V^TJ£*f5iH«S*lfc^ffitCfleo T*tSSS:ff -a (Wijayanti, L. et 
al. t Biosci. Biotech. Biochem. 59: 1533-1535, 1995) . i±T V>& V'tffi 

Senshu Pak ODS-2101-N A (lOOmm^, |*f#6mm) (S 
enshu Scientific Co.) V%THPLC##r SrfTo ' 4Hft&ft : tt#t&tC|B«S ft 
fc&CD £ |b|^|{C (Wijayanti, L. et al., Biosci. Biotech. Biochem. 59: 
1533-1535, 1995) „ ig^tlfe^H X-f;^f ^'7!/^ 5 M 
U GC-SIM^Srffofe. 
[0 0 9 5] 

T?fcMBAStf>«^ ft (014) □ 

[0 0 9 6] 

#e>*lfe^K«R«|fll^<DS^&, ^JSS&^tf^^l^- h (Valvekens, D 

. et al. Proc. Natl. Acad. Sci. USA 85, 5536-5540 (1988)) ICSMSLJlSHtf) 
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±faMJffc£± (A- 5 ^r^^v-r b : A-v-T h = l : 1) &A*ifciff&9c 
■©^"^^^-r V^lK^y NJC4fi#-ro^«[L, 22°C, 16BMB^©£#TT? 

*a3iir» (M©2irit) Mfift#©Aofcstfy h 

«*«iaW*&14H«, 170#JC¥»if2L£ o M»*«iail*&#14HlCttA'tNCED 

«j^tt<e«jc*f , rs3ff3R«5»ffis^Lfc (016) a 

[0 0 9 7] 
[0 0 9 8] 

SEQUENCE LISTING 

<110> RIKEN 

<120> Transgenic plants introduced with neoxanthin 
cleavage enzyme genes 

<130> R3-102DP1 

<140> 
<141> 
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<150> JP 2000-010056 
<151> 2000-01-13 

<160> 32 

<170> Patentln Ver. 2.0 

<210> 1 
<211> 1752 
<212> DNA 

<213> Arabidopsis thaliana 

<220> 
<221> CDS 
<222> (1)..(1752) 

<400> 1 

atg gtt tct ctt ctt 

Met Val Ser Leu Leu 

1 5 

cct caa gcc caa att gat ttg ggt ttt agg ccc att aaa aga caa ccg 96 

Pro Gin Ala Gin He Asp Leu Gly Phe Arg Pro He Lys Arg Gin Pro 

20 25 30 

aag gtt att aaa tgc acg gtg cag ate gac gta acg gaa tta acc aaa 144 
Lys Val He Lys Cys Thr Val Gin He Asp Val Thr Glu Leu Thr Lys 

35 40 45 



aca atg ccg atg agt ggt ggt att aaa aca tgg 48 
Thr Met Pro Met Ser Gly Gly He Lys Thr Trp 

10 . 15 



4 1 
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aaa cgc caa tta ttt aca ccc aga acc acc get act ccg ccg cag cat 192 
Lys Arg Gin Leu Phe Thr Pro Arg Thr Thr Ala Thr Pro Pro Gin His 
50 55 60 

aat cct etc egg eta aac ate ttc cag aaa gcg gcg gcg att gcg ate 240 
Asn Pro Leu Arg Leu Asn He Phe Gin Lys Ala Ala Ala He Ala He 

65 70 75 80 

gac gcg get gag cgt gca tta ate tea cac gag caa gat tct cca ctt 288 
Asp Ala Ala Glu Arg Ala Leu He Ser His Glu Gin Asp Ser Pro Leu 
85 90 95 

ccc aaa acc get gat cca cgt gtt cag att gec ggg aat tat tec ccg 336 
Pro Lys Thr Ala Asp Pro Arg Val Gin He Ala Gly Asn Tyr Ser Pro 

100 105 110 

gta ccg gaa tct tec gtc egg cga aac etc acc gtc gaa gga aca ate 384 
Val Pro Glu Ser Ser Val Arg Arg Asn Leu Thr Val Glu Gly Thr He 

115 120 125 

cct gac tgc att gac ggt gtt tat ate cgt aac ggc gcg aat ccg atg 432 
Pro Asp Cys He Asp Gly Val Tyr He Arg Asn Gly Ala Asn Pro Met 

130 135 140 

ttt gag cca aca get ggg cac cat tta ttc gac gga gac gga atg gtt 480 
Phe Glu Pro Thr Ala Gly His His Leu Phe Asp Gly Asp Gly Met Val 

145 150 155 160 
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cac gca gtt aaa ata acc aac ggt tea get age tac gca tgc egg ttt 528 
His Ala Val Lys lie Thr Asn Gly Ser Ala Ser Tyr Ala Cys Arg Phe 
165 170 175 

aca aaa acc gag aga ttg gtt cag gaa aaa cga ttg ggt cga cca gtt 576 
Thr Lys Thr Glu Arg Leu Val Gin Glu Lys Arg Leu Gly Arg Pro Val 
180 185 190 

ttc ccg aaa gca ate ggc gag ctt cac ggt cac teg gga ate gca cgt 624 
Phe Pro Lys Ala lie Gly Glu Leu His Gly His Ser Gly He Ala Arg 
195 200 205 

ttg atg ctg ttt tac gca cgt ggg ctt tgt ggt ctg ate aac aac caa 672 
Leu Met Leu Phe Tyr Ala Arg Gly Leu Cys Gly Leu He Asn Asn Gin 
210 215 220 

aac ggc gtc gga gta gca aac gee ggt ttg gtt tac ttt aat aac egg 720 
Asn Gly Val Gly Val Ala Asn Ala Gly Leu Val Tyr Phe Asn Asn Arg 

225 230 235 240 

ctt tta get atg tea gaa gac gat tta ccg tac caa tta aaa att act 768 
Leu Leu Ala Met Ser Glu Asp Asp Leu Pro Tyr Gin Leu Lys lie Thr 

245 250 255 

caa acc ggc gat etc caa acc gtt gga cgt tac gat ttc gac ggt cag 816 
Gin Thr Gly Asp Leu Gin Thr Val Gly Arg Tyr Asp Phe Asp Gly Gin 

260 265 270 

tta aaa tec gca atg ata get cac ccg aaa ctg gac ccg gtt acg aag 864 
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Leu Lys Ser Ala Met He Ala His Pro Lys Leu Asp Pro Val Thr Lys 

275 280 285 

gag ctt cac gcg tta age tac gac gtc gtt aag aaa cct tac ctg aaa 912 
Glu Leu His Ala Leu Ser Tyr Asp Val Val Lys Lys Pro Tyr Leu Lys 

290 295 300 

tac ttc aga ttc teg cca gac ggc gtt aaa teg ccg gaa ttg gag ate 960 
Tyr Phe Arg Phe Ser Pro Asp Gly Val Lys Ser Pro Glu Leu Glu lie 

305 310 315 320 

ccg etc gaa act ccg acg atg att cac gat ttc get ata acg gag aat 1008 
Pro Leu Glu Thr Pro Thr Met He His Asp Phe Ala He Thr Glu Asn 

325 330 335 

ttt gtg gtg att cct gat caa caa gtc gtg ttc aag etc ggc gag atg 1056 
Phe Val Val He Pro Asp Gin Gin Val Val Phe Lys Leu Gly Glu Met 

340 345 350 

att tec ggt aaa tct ccg gtt gtt ttc gac gga gaa aag gtt tec cga 1104 
He Ser Gly Lys Ser Pro Val Val Phe Asp Gly Glu Lys Val Ser Arg 

355 360 365 

ttg ggg ata atg ccc aag gac gcg aca gaa get tct cag ata ate tgg 1152 
Leu Gly He Met Pro Lys Asp Ala Thr Glu Ala Ser Gin He He Trp 

370 375 380 

gtg aac tct ccg gag acg ttc tgt ttt cat etc tgg aat gca tgg gaa 1200 
Val Asn Ser Pro Glu Thr Phe Cys Phe His Leu Trp Asn Ala Trp Glu 
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385 390 395 400 

teg ccg gag acg gag gag att gtg gtg ate gga teg tgt atg teg ccg 1248 
Ser Pro Glu Thr Glu Glu He Val Val He Gly Ser Cys Met Ser Pro 
405 410 415 

gcg gat tea ate ttc aac gag aga gac gag age ttg aga age gtt ttg 1296 
Ala Asp Ser He Phe Asn Glu Arg Asp Glu Ser Leu Arg Ser Val Leu 

420 425 430 

teg gag ate agg ata aac etc aga aca cgt aaa ace acg cgt cgt teg 1344 
Ser Glu He Arg He Asn Leu Arg Thr Arg Lys Thr Thr Arg Arg Ser 
435 440 445 

ttg ttg gtt aac gag gat gta aat tta gag att ggt atg gtt aac egg 1392 
Leu Leu Val Asn Glu Asp Val Asn Leu Glu He Gly Met Val Asn Arg 

450 455 460 

aac egg tta gga aga aaa acc egg ttc gcg ttt ttg get att get tat 1440 
Asn Arg Leu Gly Arg Lys Thr Arg Phe Ala Phe Leu Ala He Ala Tyr 

465 470 475 480 

cct tgg cca aaa gtt tec ggt ttc get aag gtc gat ctt tgc acc ggt 1488 
Pro Trp Pro Lys Val Ser Gly Phe Ala Lys Val Asp Leu Cys Thr Gly 

485 490 495 

gag atg aaa aaa tat att tac ggc ggt gag aaa tat ggc ggc gaa ccg 1536 
Glu Met Lys Lys Tyr lie Tyr Gly Gly Glu Lys Tyr Gly Gly Glu Pro 
500 505 510 
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ttt ttc ttg ccc ggc aac tec ggt aac ggc gaa gaa aat gaa gat gac 1584 

Phe Phe Leu Pro Gly Asn Ser Gly Asn Gly Glu Glu Asn Glu Asp Asp 

515 520 525 

ggt tat ata ttt tgt cac gtt cat gac gaa gaa aca aag aca tea gag 1632 

Gly Tyr He Phe Cys His Val His Asp Glu Glu Thr Lys Thr Ser Glu 

530 535 540 

ctt cag att att aac get gtt aat tta aag ctt gaa get acg att aaa 1680 

Leu Gin He lie Asn Ala Val Asn Leu Lys Leu Glu Ala Thr lie Lys 

545 550 555 560 

eta ccg tct aga gta ccg tat ggg ttt cat ggc aca ttt gtg gat teg 1728 

Leu Pro Ser Arg Val Pro Tyr Gly Phe His Gly Thr Phe Val Asp Ser 

565 570 575 

aat gaa etc gtt gat caa tta taa 1752 
Asn Glu Leu Val Asp Gin Leu 

580 



Pro Met Ser Gly Gly He Lys Thr Trp 



<210> 2 
<211> 583 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 2 

Met Val Ser Leu Leu Thr Met 



4 6 



2001-3 0 02858 



#2001-003476 



15 10 15 

Pro Gin Ala Gin He Asp Leu Gly Phe Arg Pro He Lys Arg Gin Pro 

20 25 30 

Lys Val He Lys Cys Thr Val Gin He Asp Val Thr Glu Leu Thr Lys 
35 40 45 

Lys Arg Gin Leu Phe Thr Pro Arg Thr Thr Ala Thr Pro Pro Gin His 

50 55 60 

Asn Pro Leu Arg Leu Asn He Phe Gin Lys Ala Ala Ala He Ala He 
65 70 75 80 

Asp Ala Ala Glu Arg Ala Leu He Ser His Glu Gin Asp Ser Pro Leu 

85 90 95 

Pro Lys Thr Ala Asp Pro Arg Val Gin He Ala Gly Asn Tyr Ser Pro 
100 105 110 

Val Pro Glu Ser Ser Val Arg Arg Asn Leu Thr Val Glu Gly Thr He 

115 120 125 

Pro Asp Cys He Asp Gly Val Tyr He Arg Asn Gly Ala Asn Pro Met 
130 135 140 

Phe Glu Pro Thr Ala Gly His His Leu Phe Asp Gly Asp Gly Met Val 

145 150 155 160 
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His Ala Val Lys He Thr Asn Gly Ser Ala Ser Tyr Ala Cys Arg Phe 

165 170 175 

Thr Lys Thr Glu Arg Leu Val Gin Glu Lys Arg Leu Gly Arg Pro Val 
180 185 190 

Phe Pro Lys Ala lie Gly Glu Leu His Gly His Ser Gly He Ala Arg 

195 200 205 

Leu Met Leu Phe Tyr Ala Arg Gly Leu Cys Gly Leu He Asn Asn Gin 
210 215 220 

Asn Gly Val Gly Val Ala Asn Ala Gly Leu Val Tyr Phe Asn Asn Arg 

225 230 235 240 

Leu Leu Ala Met Ser Glu Asp Asp Leu Pro Tyr Gin Leu Lys He Thr 

245 250 255 

Gin Thr Gly Asp Leu Gin Thr Val Gly Arg Tyr Asp Phe Asp Gly Gin 

260 265 270 

Leu Lys Ser Ala Met He Ala His Pro Lys Leu Asp Pro Val Thr Lys 

275 280 285 

Glu Leu His Ala Leu Ser Tyr Asp Val Val Lys Lys Pro Tyr Leu Lys 

290 295 300 

Tyr Phe Arg Phe Ser Pro Asp Gly Val Lys Ser Pro Glu Leu Glu He 

305 310 315 320 
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Pro Leu Glu Thr Pro Thr Met He His Asp Phe Ala He Thr Glu Asn 

325 330 335 

Phe Val Val He Pro Asp Gin Gin Val Val Phe Lys Leu Gly Glu Met 

340 345 350 

He Ser Gly Lys Ser Pro Val Val Phe Asp Gly Glu Lys Val Ser Arg 

355 360 365 

Leu Gly lie Met Pro Lys Asp Ala Thr Glu Ala Ser Gin He He Trp 

370 375 380 

Val Asn Ser Pro Glu Thr Phe Cys Phe His Leu Trp Asn Ala Trp Glu 
385 390 395 400 

Ser Pro Glu Thr Glu Glu He Val Val He Gly Ser Cys Met Ser Pro 

405 410 415 

Ala Asp Ser He Phe Asn Glu Arg Asp Glu Ser Leu Arg Ser Val Leu 

420 425 430 

Ser Glu He Arg He Asn Leu Arg Thr Arg Lys Thr Thr Arg Arg Ser 

435 440 445 

Leu Leu Val Asn Glu Asp Val Asn Leu Glu lie Gly Met Val Asn Arg 

450 455 460 

Asn Arg Leu Gly Arg Lys Thr Arg Phe Ala Phe Leu Ala lie Ala Tyr 
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465 470 475 480 

Pro Trp Pro Lys Val Ser Gly Phe Ala Lys Val Asp Leu Cys Thr Gly 
485 490 495 

Glu Met Lys Lys Tyr He Tyr Gly Gly Glu Lys Tyr Gly Gly Glu Pro 

500 505 510 

Phe Phe Leu Pro Gly Asn Ser Gly Asn Gly Glu Glu Asn Glu Asp Asp 

515 520 525 

Gly Tyr He Phe Cys His Val His Asp Glu Glu Thr Lys Thr Ser Glu 

530 535 540 

Leu Gin He lie Asn Ala Val Asn Leu Lys Leu Glu Ala Thr He Lys 

545 550 555 560 

Leu Pro Ser Arg Val Pro Tyr Gly Phe His Gly Thr Phe Val Asp Ser 

565 570 575 

Asn Glu Leu Val Asp Gin Leu 

580 

<210> 3 
<211> 1788 
<212> DNA 

<213> Arabidopsis thaliana 
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<220> 

<221> CDS 

<222> (1)..(1788) 

<400> 3 

atg gac tct gtt tct tct tct tec ttc etc tec tec aca ttc tct ctt 48 
Met Asp Ser Val Ser Ser Ser Ser Phe Leu Ser Ser Thr Phe Ser Leu 
1 5 10 15 

cat cac tct ctt ctt cgc cgc cga tct tec tct cct act etc etc cgt 96 
His His Ser Leu Leu Arg Arg Arg Ser Ser Ser Pro Thr Leu Leu Arg 
20 25 30 

ate aac tec gee gtc gtc gaa gaa cgt tct cca ate aca aac cca age 144 
He Asn Ser Ala Val Val Glu Glu Arg Ser Pro lie Thr Asn Pro Ser 
35 40 45 

gac aac aat gat cgt cgt aac aaa ccc aaa aca etc cac aac cga ace 192 
Asp Asn Asn Asp Arg Arg Asn Lys Pro Lys Thr Leu His Asn Arg Thr 

50 55 60 

aat cac ace tta gtc tea tea cca ccg aaa etc cga cca gaa atg act 240 
Asn His Thr Leu Val Ser Ser Pro Pro Lys Leu Arg Pro Glu Met Thr 

65 70 75 80 

etc gca aca get etc ttc ace ace gtc gaa gat gta ate aac acg ttc 288 
Leu Ala Thr Ala Leu Phe Thr Thr Val Glu Asp Val He Asn Thr Phe 

85 90 95 

5 1 ffi3E*f# 2001-3002858 
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ate gat cca cct tea cgt cct tec gtt gat cca aaa cat gtc etc tct 336 

He Asp Pro Pro Ser Arg Pro Ser Val Asp Pro Lys His Val Leu Ser 

100 105 110 

gat aac ttc get cct gtc etc gac gag ctt cct cca aca gac tgt gaa 384 

Asp Asn Phe Ala Pro Val Leu Asp Glu Leu Pro Pro THr Asp Cys Glu 

115 120 125 

ate ate cac ggc act ctt cca ctg tea ctt aac ggc get tac ate cgt 432 

He He His Gly Thr Leu Pro Leu Ser Leu Asn Gly Ala Tyr He Arg 

130 135 140 

aac ggt cca aat cca cag ttt etc cct cgt ggt cct tac cat etc ttc 480 

Asn Gly Pro Asn Pro Gin Phe Leu Pro Arg Gly Pro Tyr His Leu Phe 

145 150 155 160 

gac ggc gac ggt atg ctt cac gee ata aaa ate cac aac ggt aaa gee 528 

Asp Gly Asp Gly Met Leu His Ala lie Lys He His Asn Gly Lys Ala 
165 170 175 

act etc tgt age aga tac gtc aag act tat aaa tac aac gtc gag aaa 576 

Thr Leu Cys Ser Arg Tyr Val Lys Thr Tyr Lys Tyr Asn Val Glu Lys 

180 185 190 

caa acc gga get ccg gtt atg cct aac gtg ttt tec gga ttc aac ggt 624 

Gin Thr Gly Ala Pro Val Met Pro Asn Val Phe Ser Gly Phe Asn Gly 

195 200 205 

gta acg gcg tea gta get cgt gga get tta acg gca get agg gtt tta 672 
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Val Thr Ala Ser Val Ala Arg Gly Ala Leu Thr Ala Ala Arg Val Leu 

210 215 220 

acc gga cag tat aat ccg gtt aac ggc att ggt tta get aat aca agt 720 

Thr Gly Gin Tyr Asn Pro Val Asn Gly He Gly Leu Ala Asn Thr Ser 

225 230 235 240 

eta get ttc ttc agt aac cgt etc ttt get tta ggt gaa tct gat tta 768 

Leu Ala Phe Phe Ser Asn Arg Leu Phe Ala Leu Gly Glu Ser Asp Leu 

245 250 255 

ccc tac gee gtc cga tta acc gaa tea gga gat att gaa acg ate gga 816 

Pro Tyr Ala Val Arg Leu Thr Glu Ser Gly Asp He Glu Thr He Gly 

260 265 270 

egg tac gat ttc gac ggg aaa tta gcg atg agt atg aca get cat cct 864 

Arg Tyr Asp Phe Asp Gly Lys Leu Ala Met Ser Met Thr Ala His Pro 

275 280 285 

aaa acc gat cca ata acc gga gaa act ttc get ttc egg tac ggt ccg 912 

Lys Thr Asp Pro lie Thr Gly Glu Thr Phe Ala Phe Arg Tyr Gly Pro 

290 295 300 

gtt cca ccg ttt tta aca tat ttc egg ttt gat tec gee ggg aaa aaa 960 

Val Pro Pro Phe Leu Thr Tyr Phe Arg Phe Asp Ser Ala Gly Lys Lys 

305 310 315 320 

caa aga gac gtt ccg ata ttc teg atg acg tct ccg teg ttt etc cat 1008 

Gin Arg Asp Val Pro lie Phe Ser Met Thr Ser Pro Ser Phe Leu His 

5 3 ffi|E#2 0 0 1 - 3 0 0 2 8 5 8 
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325 330 335 

gac ttc gcg ate acg aaa cgt cac gcg att ttc gca gag att cag ctt 1056 
Asp Phe Ala lie Thr Lys Arg His Ala lie Phe Ala Glu He Gin Leu 

340 345 350 

ggc atg agg atg aac atg ttg gat ttg gtt etc gaa ggt ggt tct ccg 1104 
Gly Met Arg Met Asn Met Leu Asp Leu Val Leu Glu Gly Gly Ser Pro 

355 360 365 

gtt ggt act gat aac gga aaa act cca agg ctt gga gtg att cct aag 1152 
Val Gly Thr Asp Asn Gly Lys Thr Pro Arg Leu Gly Val He Pro Lys 

370 375 380 

tac gec gga gat gag teg gag atg aaa tgg ttc gaa gtt cct gga ttc 1200 
Tyr Ala Gly Asp Glu Ser Glu Met Lys Trp Phe Glu Val Pro Gly Phe 

385 390 395 400 

aat ate att cac get att aat get tgg gat gaa gat gat gga aac age 1248 
Asn He He His Ala lie Asn Ala Trp Asp Glu Asp Asp Gly Asn Ser 

405 410 415 

gtc gtt ttg att gca ccg aat att atg teg att gaa cat act tta gag 1296 
Val Val Leu He Ala Pro Asn He Met Ser He Glu His Thr Leu Glu 

420 425 430 

agg atg gat ctg gtt cat get ttg gtg gag aag gtg aag ate gat etc 1344 
Arg Met Asp Leu Val His Ala Leu Val Glu Lys Val Lys He Asp Leu 

435 440 445 
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gtc acc ggg att gtg aga cgt cat ccg ate tea gcg agg aat etc gat 1392 
Val Thr Gly He Val Arg Arg His Pro He Ser Ala Arg Asn Leu Asp 

450 455 460 

ttc get gtg att aat ccg gcg ttt etc ggg aga tgt age agg tac gtt 1440 
Phe Ala Val He Asn Pro Ala Phe Leu Gly Arg Cys Ser Arg Tyr Val 

465 470 475 480 



tac gcg gcg att gga gat ccg atg ccg aag ate tec ggt gtg gtg aag 
Tyr Ala Ala He Gly Asp Pro Met Pro Lys lie Ser Gly Val Val Lys 
485 490 495 



1488 



ctt gat gtg tct aaa gga gat egg gat gat tgt acg gtg gee cgt aga 1536 

Leu Asp Val Ser Lys Gly Asp Arg Asp Asp Cys Thr Val Ala Arg Arg 
500 505 510 

atg tac ggt tea ggt tgt tac ggc gga gaa ccg ttt ttc gta get agg 1584 

Met Tyr Gly Ser Gly Cys Tyr Gly Gly Glu Pro Phe Phe Val Ala Arg 

515 520 525 



gat cct ggt aat ccg gag gcg gag gag gat gat ggt tat gtg gtg acg 1632 
Asp Pro Gly Asn Pro Glu Ala Glu Glu Asp Asp Gly Tyr Val Val Thr 

530 535 540 



tat gtt cac gat gaa gtg act gga gaa teg aag ttt ctg gtg atg gac 1680 
Tyr Val His Asp Glu Val Thr Gly Glu Ser Lys Phe Leu Val Met Asp 

545 550 555 560 
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get aaa teg ccg gag ctt gaa ate gtc gee gee gtg agg ttg ccg cga 1728 
Ala Lys Ser Pro Glu Leu Glu He Val Ala Ala Val Arg Leu Pro Arg 

565 570 575 

agg gtt ccg tac gga ttc cat ggg tta ttt gtc aag gaa agt gac ctt 1776 
Arg Val Pro Tyr Gly Phe His Gly Leu Phe Val Lys Glu Ser Asp Leu 

580 585 590 



aat aag ctt taa 
Asn Lys Leu 

595 



1788 



<210> 4 
<211> 595 
<212> PRT 

<213> Arabidopsis thaliana 



<400> 4 

Met Asp Ser Val Ser Ser Ser Ser 
1 5 

His His Ser Leu Leu Arg Arg Arg 
20 

He Asn Ser Ala Val Val Glu Glu 

35 40 



Phe Leu Ser Ser Thr Phe Ser Leu 

10 15 

Ser Ser Ser Pro Thr Leu Leu Arg 

25 30 

Arg Ser Pro lie Thr Asn Pro Ser 
45 



Asp Asn Asn Asp Arg Arg Asn Lys Pro Lys Thr Leu His Asn Arg Thr 

5 6 ffiH^F 2001-300 2 858 
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50 55 60 

Asn His Thr Leu Val Ser Ser Pro Pro Lys Leu Arg Pro Glu Met Thr 

65 70 75 80 

Leu Ala Thr Ala Leu Phe Thr Thr Val Glu Asp Val lie Asn Thr Phe 

85 90 95 

He Asp Pro Pro Ser Arg Pro Ser Val Asp Pro Lys His Val Leu Ser 
100 105 110 

Asp Asn Phe Ala Pro Val Leu Asp Glu Leu Pro Pro Thr Asp Cys Glu 

115 120 125 

He lie His Gly Thr Leu Pro Leu Ser Leu Asn Gly Ala Tyr He Arg 

130 135 140 

Asn Gly Pro Asn Pro Gin Phe Leu Pro Arg Gly Pro Tyr His Leu Phe 

145 150 155 160 

Asp Gly Asp Gly Met Leu His Ala He Lys He His Asn Gly Lys Ala 

165 170 175 

Thr Leu Cys Ser Arg Tyr Val Lys Thr Tyr Lys Tyr Asn Val Glu Lys 
180 185 190 

Gin Thr Gly Ala Pro Val Met Pro Asn Val Phe Ser Gly Phe Asn Gly 

195 200 205 



£fIE# 2001-3002858 



#2001-003476 

Val Thr Ala Ser Val Ala Arg Gly Ala Leu Thr Ala Ala Arg Val Leu 

210 215 220 

Thr Gly Gin Tyr Asn Pro Val Asn Gly lie Gly Leu Ala Asn Thr Ser 
225 230 235 240 

Leu Ala Phe Phe Ser Asn Arg Leu Phe Ala Leu Gly Glu Ser Asp Leu 

245 250 255 

Pro Tyr Ala Val Arg Leu Thr Glu Ser Gly Asp He Glu Thr He Gly 

260 265 270 

Arg Tyr Asp Phe Asp Gly Lys Leu Ala Met Ser Met Thr Ala His Pro 

275 280 285 

Lys Thr Asp Pro He Thr Gly Glu Thr Phe Ala Phe Arg Tyr Gly Pro 
290 295 300 

Val Pro Pro Phe Leu Thr Tyr Phe Arg Phe Asp Ser Ala Gly Lys Lys 

305 310 315 320 

Gin Arg Asp Val Pro He Phe Ser Met Thr Ser Pro Ser Phe Leu His 

325 330 335 

Asp Phe Ala He Thr Lys Arg His Ala He Phe Ala Glu He Gin Leu 

340 345 350 

Gly Met Arg Met Asn Met Leu Asp Leu Val Leu Glu Gly Gly Ser Pro 

355 360 365 
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Val Gly Thr Asp Asn Gly Lys Thr Pro Arg Leu Gly Val He Pro Lys 
370 375 380 

Tyr Ala Gly Asp Glu Ser Glu Met Lys Trp Phe Glu Val Pro Gly Phe 

385 390 395 400 

Asn He He His Ala He Asn Ala Trp Asp Glu Asp Asp Gly Asn Ser 
405 410 415 

Val Val Leu He Ala Pro Asn He Met Ser He Glu His Thr Leu Glu 

420 425 430 

Arg Met Asp Leu Val His Ala Leu Val Glu Lys Val Lys He Asp Leu 

435 440 445 

Val Thr Gly He Val Arg Arg His Pro He Ser Ala Arg Asn Leu Asp 

450 455 460 

Phe Ala Val He Asn Pro Ala Phe Leu Gly Arg Cys Ser Arg Tyr Val 

465 470 475 480 

Tyr Ala Ala lie Gly Asp Pro Met Pro Lys He Ser Gly Val Val Lys 
485 490 495 

Leu Asp Val Ser Lys Gly Asp Arg Asp Asp Cys Thr Val Ala Arg Arg 

500 505 510 

Met Tyr Gly Ser Gly Cys Tyr Gly Gly Glu Pro Phe Phe Val Ala Arg 
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515 520 525 

Asp Pro Gly Asn Pro Glu Ala Glu Glu Asp Asp Gly Tyr Val Val Thr 
530 535 540 

Tyr Val His Asp Glu Val Thr Gly Glu Ser Lys Phe Leu Val Met Asp 

545 550 555 560 

Ala Lys Ser Pro Glu Leu Glu lie Val Ala Ala Val Arg Leu Pro Arg 

565 570 575 

Arg Val Pro Tyr Gly Phe His Gly Leu Phe Val Lys Glu Ser Asp Leu 

580 585 590 

Asn Lys Leu 

595 

<210> 5 
<211> 1800 
<212> DNA 

<213> Arabidopsis thaliana 

<220> 

<221> CDS 

<222> (1)..(1800) 

<400> 5 

atg get tct ttc acg gca acg get gcg gtt tct ggg aga tgg ctt ggt 48 
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Met Ala Ser Phe Thr Ala Thr Ala Ala Val Ser Gly Arg Trp Leu Gly 
15 10 15 

ggc aat cat act cag ccg cca tta teg tct tct caa age tec gac ttg 96 

Gly Asn His Thr Gin Pro Pro Leu Ser Ser Ser Gin Ser Ser Asp Leu 

20 25 30 

agt tat tgt age tec tta cct atg gec agt cgt gtc aca cgt aag etc 144 

Ser Tyr Cys Ser Ser Leu Pro Met Ala Ser Arg Val Thr Arg Lys Leu 

35 40 45 

aat gtt tea tct gcg ctt cac act cct cca get ctt cat ttc cct aag 192 

Asn Val Ser Ser Ala Leu His Thr Pro Pro Ala Leu His Phe Pro Lys 

50 55 60 

caa tea tea aac tct ccc gee att gtt gtt aag ccc aaa gee aaa gaa 240 

Gin Ser Ser Asn Ser Pro Ala He Val Val Lys Pro Lys Ala Lys Glu 

65 70 75 80 

tec aac act aaa cag atg aat ttg ttc cag aga gcg gcg gcg gca gcg 288 

Ser Asn Thr Lys Gin Met Asn Leu Phe Gin Arg Ala Ala Ala Ala Ala 

85 90 95 

ttg gac gcg gcg gag ggt ttc ctt gtc age cac gag aag eta cac ccg 336 

Leu Asp Ala Ala Glu Gly Phe Leu Val Ser His Glu Lys Leu His Pro 

100 105 110 

ctt cct aaa acg get gat cct agt gtt cag ate gee gga aat ttt get 384 

Leu Pro Lys Thr Ala Asp Pro Ser Val Gin He Ala Gly Asn Phe Ala 
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115 120 

ccg gtg aat gaa cag ccc gtc egg cgt 

Pro Val Asn Glu Gin Pro Val Arg Arg 
130 135 

ctt ccc gat tec ate aaa gga gtg tat 

Leu Pro Asp Ser He Lys Gly Val Tyr 

145 150 

ctt cac gag ccg gtg aca ggt cac cac 

Leu His Glu Pro Val Thr Gly His His 
165 



125 

aat ctt ccg gtg gtc gga aaa 432 
Asn Leu Pro Val Val Gly Lys 
140 

gtg cgc aac gga get aac cca 480 
Val Arg Asn Gly Ala Asn Pro 

155 160 

ttc ttc gac gga gac ggt atg 528 
Phe Phe Asp Gly Asp Gly Met 
170 175 



gtt cac gee gtc aaa ttc gaa cac ggt tea get age tac get tgc egg 576 
Val His Ala Val Lys Phe Glu His Gly Ser Ala Ser Tyr Ala Cys Arg 

180 185 190 



ttt act cag act aac egg ttt gtt cag gaa cgt caa ttg ggt cga ccg 624 

Phe Thr Gin Thr Asn Arg Phe Val Gin Glu Arg Gin Leu Gly Arg Pro 

195 200 205 

gtt ttc ccc aaa gec ate ggt gag ctt cac ggc cac acc ggt att gee 672 

Val Phe Pro Lys Ala He Gly Glu Leu His Gly His Thr Gly He Ala 

210 215 220 

cga etc atg eta ttc tac gee aga get gca gee ggt ata gtc gac ccg 720 

Arg Leu Met Leu Phe Tyr Ala Arg Ala Ala Ala Gly He Val Asp Pro 

225 230 235 240 
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gca cac gga acc ggt gta get aac gec ggt ttg gtc tat ttc aat ggc 768 

Ala His Gly Thr Gly Val Ala Asn Ala Gly Leu Val Tyr Phe Asn Gly 

245 250 255 

egg tta ttg get atg teg gag gat gat tta cct tac caa gtt cag ate 816 

Arg Leu Leu Ala Met Ser Glu Asp Asp Leu Pro Tyr Gin Val Gin lie 

260 265 270 

act ccc aat gga gat tta aaa acc gtt ggt egg ttc gat ttt gat gga 864 

Thr Pro Asn Gly Asp Leu Lys Thr Val Gly Arg Phe Asp Phe Asp Gly 

275 280 285 

caa tta gaa tec aca atg att gec cac ccg aaa gtc gac ccg gaa tec 912 

Gin Leu Glu Ser Thr Met He Ala His Pro Lys Val Asp Pro Glu Ser 

290 295 300 

ggt gaa etc ttc get tta age tac gac gtc gtt tea aag cct tac eta 960 

Gly Glu Leu Phe Ala Leu Ser Tyr Asp Val Val Ser Lys Pro Tyr Leu 

305 310 315 320 

aaa tac ttc cga ttc tea ccg gac gga act aaa tea ccg gac gtc gag 1008 

Lys Tyr Phe Arg Phe Ser Pro Asp Gly Thr Lys Ser Pro Asp Val Glu 

325 330 335 

att cag ctt gat cag cca acg atg atg cac gat ttc gcg att aca gag 1056 

He Gin Leu Asp Gin Pro Thr Met Met His Asp Phe Ala He Thr Glu 

340 345 350 
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aac ttc gtc gtc gta cct gac cag caa gtc gtt ttc aag ctg ccg gag 1104 
Asn Phe Val Val Val Pro Asp Gin Gin Val Val Phe Lys Leu Pro Glu 

355 360 365 

atg ate cgc ggt ggg tct ccg gtg gtt tac gac aag aac aag gtc gca 1152 
Met He Arg Gly Gly Ser Pro Val Val Tyr Asp Lys Asn Lys Val Ala 

370 375 380 

aga ttc ggg att tta gac aaa tac gec gaa gat tea teg aac att aag 1200 
Arg Phe Gly He Leu Asp Lys Tyr Ala Glu Asp Ser Ser Asn He Lys 

385 390 395 400 

tgg att gat get cca gat tgc ttc tgc ttc cat etc tgg aac get tgg 1248 
Trp He Asp Ala Pro Asp Cys Phe Cys Phe His Leu Trp Asn Ala Trp 

405 410 415 

gaa gag cca gaa aca gat gaa gtc gtc gtg ata ggg tec tgt atg act 1296 
Glu Glu Pro Glu Thr Asp Glu Val Val Val lie Gly Ser Cys Met Thr 

420 425 430 

cca cca gac tea att ttc aac gag tct gac gag aat etc aag agt gtc 1344 
Pro Pro Asp Ser He Phe Asn Glu Ser Asp Glu Asn Leu Lys Ser Val 
435 440 445 

ctg tct gaa ate cgc ctg aat etc aaa ace ggt gaa tea act cgc cgt 1392 
Leu Ser Glu He Arg Leu Asn Leu Lys Thr Gly Glu Ser Thr Arg Arg 

450 455 460 

ccg ate ate tec aac gaa gat caa caa gtc aac etc gaa gca ggg atg 1440 
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Pro He He Ser Asn Glu Asp Gin Gin Val Asn Leu Glu Ala Gly Met 

465 470 475 480 

gtc aac aga aac atg etc ggc cgt aaa acc aaa ttc get tac ttg get 1488 
Val Asn Arg Asn Met Leu Gly Arg Lys Thr Lys Phe Ala Tyr Leu Ala 

485 490 495 

tta gee gag ccg tgg cct aaa gtc tea gga ttc get aaa gtt gat etc 1536 
Leu Ala Glu Pro Trp Pro Lys Val Ser Gly Phe Ala Lys Val Asp Leu 
500 505 510 

act act gga gaa gtt aag aaa cat ctt tac ggc gat aac cgt tac gga 1584 
Thr Thr Gly Glu Val Lys Lys His Leu Tyr Gly Asp Asn Arg Tyr Gly 

515 520 525 

gga gag cct ctg ttt etc ccc gga gaa gga gga gag gaa gac gaa gga 1632 
Gly Glu Pro Leu Phe Leu Pro Gly Glu Gly Gly Glu Glu Asp Glu Gly 

530 535 540 

tac ate etc tgt ttc gtt cac gac gag aag aca tgg aaa teg gag tta 1680 
Tyr He Leu Cys Phe Val His Asp Glu Lys Thr Trp Lys Ser Glu Leu 

545 550 555 560 

cag ata gtt aac gee gtt age tta gag gtt gaa gca acg gtt aaa ctt 1728 
Gin He Val Asn Ala Val Ser Leu Glu Val Glu Ala Thr Val Lys Leu 

565 570 575 

ccg tea agg gtt ccg tac gga ttt cac ggt aca ttc ate gga gee gat 1776 
Pro Ser Arg Val Pro Tyr Gly Phe His Gly Thr Phe He Gly Ala Asp 
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580 



585 



590 



gat ttg gcg aag cag gtc gtg tga 
Asp Leu Ala Lys Gin Val Val 

595 600 



1800 



<210> 6 
<211> 599 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 6 

Met Ala Ser Phe Thr Ala Thr Ala Ala Val Ser Gly Arg Trp Leu Gly 

15 10 15 

Gly Asn His Thr Gin Pro Pro Leu Ser Ser Ser Gin Ser Ser Asp Leu 

20 25 30 

Ser Tyr Cys Ser Ser Leu Pro Met Ala Ser Arg Val Thr Arg Lys Leu 

35 40 45 

Asn Val Ser Ser Ala Leu His Thr Pro Pro Ala Leu His Phe Pro Lys 

50 55 60 

Gin Ser Ser Asn Ser Pro Ala He Val Val Lys Pro Lys Ala Lys Glu 
65 70 75 80 

Ser Asn Thr Lys Gin Met Asn Leu Phe Gin Arg Ala Ala Ala Ala Ala 

6 6 ffii£# 2001-3002858 
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85 90 95 

Leu Asp Ala Ala Glu Gly Phe Leu Val Ser His Glu Lys Leu His Pro 
100 105 110 

Leu Pro Lys Thr Ala Asp Pro Ser Val Gin He Ala Gly Asn Phe Ala 

115 120 125 

Pro Val Asn Glu Gin Pro Val Arg Arg Asn Leu Pro Val Val Gly Lys 
130 135 140 

Leu Pro Asp Ser He Lys Gly Val Tyr Val Arg Asn Gly Ala Asn Pro 

145 150 155 160 

Leu His Glu Pro Val Thr Gly His His Phe Phe Asp Gly Asp Gly Met 
165 170 175 

Val His Ala Val Lys Phe Glu His Gly Ser Ala Ser Tyr Ala Cys Arg 

180 185 190 

Phe Thr Gin Thr Asn Arg Phe Val Gin Glu Arg Gin Leu Gly Arg Pro 

195 200 205 

Val Phe Pro Lys Ala He Gly Glu Leu His Gly His Thr Gly He Ala 

210 215 220 

Arg Leu Met Leu Phe Tyr Ala Arg Ala Ala Ala Gly He Val Asp Pro 

225 230 235 240 



2001-3002858 



#2001—003476 



Ala His Gly Thr Gly Val Ala Asn Ala Gly Leu Val Tyr Phe Asn Gly 

245 250 255 

Arg Leu Leu Ala Met Ser Glu Asp Asp Leu Pro Tyr Gin Val Gin He 

260 265 270 

Thr Pro Asn Gly Asp Leu Lys Thr Val Gly Arg Phe Asp Phe Asp Gly 

275 280 285 

Gin Leu Glu Ser Thr Met He Ala His Pro Lys Val Asp Pro Glu Ser 

290 295 300 

Gly Glu Leu Phe Ala Leu Ser Tyr Asp Val Val Ser Lys Pro Tyr Leu 

305 310 315 320 

Lys Tyr Phe Arg Phe Ser Pro Asp Gly Thr Lys Ser Pro Asp Val Glu 

325 330 335 

lie Gin Leu Asp Gin Pro Thr Met Met His Asp Phe Ala He Thr Glu 

340 345 350 

Asn Phe Val Val Val Pro Asp Gin Gin Val Val Phe Lys Leu Pro Glu 

355 360 365 

Met He Arg Gly Gly Ser Pro Val Val Tyr Asp Lys Asn Lys Val Ala 
370 375 380 

Arg Phe Gly lie Leu Asp Lys Tyr Ala Glu Asp Ser Ser Asn He Lys 

385 390 ' 395 400 
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Trp He Asp Ala Pro Asp Cys Phe Cys Phe His Leu Trp Asn Ala Trp 

405 410 415 

Glu Glu Pro Glu Thr Asp Glu Val Val Val He Gly Ser Cys Met Thr 
420 425 430 

Pro Pro Asp Ser He Phe Asn Glu Ser Asp Glu Asn Leu Lys Ser Val 

435 440 445 

Leu Ser Glu He Arg Leu Asn Leu Lys Thr Gly Glu Ser Thr Arg Arg 
450 455 460 

Pro He He Ser Asn Glu Asp Gin Gin Val Asn Leu Glu Ala Gly Met 

465 470 475 480 

Val Asn Arg Asn Met Leu Gly Arg Lys Thr Lys Phe Ala Tyr Leu Ala 
485 490 495 

Leu Ala Glu Pro Trp Pro Lys Val Ser Gly Phe Ala Lys Val Asp Leu 

500 505 510 

Thr Thr Gly Glu Val Lys Lys His Leu Tyr Gly Asp Asn Arg Tyr Gly 

515 520 525 

Gly Glu Pro Leu Phe Leu Pro Gly Glu Gly Gly Glu Glu Asp Glu Gly 

530 535 540 

Tyr He Leu Cys Phe Val His Asp Glu Lys Thr Trp Lys Ser Glu Leu 
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545 550 555 560 

Gin lie Val Asn Ala Val Ser Leu Glu Val Glu Ala Thr Val Lys Leu 

565 570 575 

Pro Ser Arg Val Pro Tyr Gly Phe His Gly Thr Phe He Gly Ala Asp 
580 585 590 

Asp Leu Ala Lys Gin Val Val 

595 



<210> 7 
<211> 1617 
<212> DNA 

<213> Arabidopsis thaliana 

<220> 

<221> CDS 

<222> (1)..(1617) 

<400> 7 

atg gcg gag aaa etc agt gat ggc 

Met Ala Glu Lys Leu Ser Asp Gly 
1 5 

aga ccc tec aag ggt ttc tec teg 
Arg Pro Ser Lys Gly Phe Ser Ser 
20 



age age ate ate tea gtc cat cct 48 
Ser Ser He He Ser Val His Pro 

10 15 

aag ctt etc gat ctt etc gag aga 96 
Lys Leu Leu Asp Leu Leu Glu Arg 

25 30 
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ctt gtt gtc aag etc atg cac gat get tct etc cct etc cac tac etc 144 
Leu Val Val Lys Leu Met His Asp Ala Ser Leu Pro Leu His Tyr Leu 
35 40 45 



tea ggc aac ttc get ccc ate cgt gat gaa act cct ccc gtc aag gat 192 

Ser Gly Asn Phe Ala Pro He Arg Asp Glu Thr Pro Pro Val Lys Asp 

50 55 60 

etc ccc gtc cat gga ttt ctt ccc gaa tgc ttg aat ggt gaa ttt gtg 240 

Leu Pro Val His Gly Phe Leu Pro Glu Cys Leu Asn Gly Glu Phe Val 

65 70 75 80 

agg gtt ggt cca aac ccc aag ttt gat get gtc get gga tat cac tgg 288 

Arg Val Gly Pro Asn Pro Lys Phe Asp Ala Val Ala Gly Tyr His Trp 

85 90 95 



ttt gat gga gat ggg atg att cat ggg gta cgc ate aaa gat ggg aaa 336 

Phe Asp Gly Asp Gly Met He His Gly Val Arg He Lys Asp Gly Lys 

100 105 110 

get act tat gtt tct cga tat gtt aag aca tea cgt ctt aag cag gaa 384 

Ala Thr Tyr Val Ser Arg Tyr Val Lys Thr Ser Arg Leu Lys Gin Glu 

115 120 125 

gag ttc ttc gga get gee aaa ttc atg aag att ggt gac ctt aag ggg 432 

Glu Phe Phe Gly Ala Ala Lys Phe Met Lys He Gly Asp Leu Lys Gly 

130 135 140 
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ttt ttc gga ttg eta atg gtc aat gtc caa cag ctg aga acg aag etc 480 
Phe Phe Gly Leu Leu Met Val Asn Val Gin Gin Leu Arg Thr Lys Leu 

145 150 155 160 

aaa ata ttg gac aac act tat gga aat gga act gee aat aca gca etc 528 
Lys He Leu Asp Asn Thr Tyr Gly Asn Gly Thr Ala Asn Thr Ala Leu 
165 170 175 

gta tat cac cat gga aaa ctt eta gca tta cag gag gca gat aag ccg 576 
Val Tyr His His Gly Lys Leu Leu Ala Leu Gin Glu Ala Asp Lys Pro 
180 185 190 

tac gtc ate aaa gtt ttg gaa gat gga gac ctg caa act ctt ggt ata 624 
Tyr Val He Lys Val Leu Glu Asp Gly Asp Leu Gin Thr Leu Gly He 

195 200 205 

ata gat tat gac aag aga ttg acc cac tec ttc act get cac cca aaa 672 
He Asp Tyr Asp Lys Arg Leu Thr His Ser Phe Thr Ala His Pro Lys 
210 215 220 

gtt gac ccg gtt acg ggt gaa atg ttt aca ttc ggc tat teg cat acg 720 
Val Asp Pro Val Thr Gly Glu Met Phe Thr Phe Gly Tyr Ser His Thr 

225 230 235 240 

cca cct tat etc aca tac aga gtt ate teg aaa gat ggc att atg cat 768 
Pro Pro Tyr Leu Thr Tyr Arg Val He Ser Lys Asp Gly He Met His 

245 250 255 

gac cca gtc cca att act ata tea gag cct ate atg atg cat gat ttt 816 

7 2 2001-300 2858 
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Asp Pro Val Pro He Thr He Ser Glu Pro He Met Met His Asp Phe 

260 265 270 

get att act gag act tat gca ate ttc atg gat ctt cct atg cac ttc 864 
Ala He Thr Glu Thr Tyr Ala He Phe Met Asp Leu Pro Met His Phe 

275 280 285 

agg cca aag gaa atg gtg aaa gag aag aaa atg ata tac tea ttt gat 912 
Arg Pro Lys Glu Met Val Lys Glu Lys Lys Met lie Tyr Ser Phe Asp 
290 295 300 

ccc aca aaa aag get cgt ttt ggt gtt ctt cca cgc tat gee aag gat 960 
Pro Thr Lys Lys Ala Arg Phe Gly Val Leu Pro Arg Tyr Ala Lys Asp 

305 310 315 320 

gaa ctt atg att aga tgg ttt gag ctt ccc aac tgc ttt att ttc cac 1008 
Glu Leu Met He Arg Trp Phe Glu Leu Pro Asn Cys Phe He Phe His 

325 330 335 

aac gec aat get tgg gaa gaa gag gat gaa gtc gtc etc ate act tgt 1056 
Asn Ala Asn Ala Trp Glu Glu Glu Asp Glu Val Val Leu He Thr Cys 

340 345 350 

cgt ctt gag aat cca gat ctt gac atg gtc agt ggg aaa gtg aaa gaa 1104 
Arg Leu Glu Asn Pro Asp Leu Asp Met Val Ser Gly Lys Val Lys Glu 

355 360 365 

aaa etc gaa aat ttt ggc aac gaa ctg tac gaa atg aga ttc aac atg 1152 
Lys Leu Glu Asn Phe Gly Asn Glu Leu Tyr Glu Met Arg Phe Asn Met 
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370 375 380 

aaa acg ggc tea get tct caa aaa aaa eta tec gca tct gcg gtt gat 1200 

Lys Thr Gly Ser Ala Ser Gin Lys Lys Leu Ser Ala Ser Ala Val Asp 

385 390 395 400 

ttc ccc aga ate aat gag tgc tac ace gga aag aaa cag aga tac gta 1248 

Phe Pro Arg He Asn Glu Cys Tyr Thr Gly Lys Lys Gin Arg Tyr Val 

405 410 415 

tat gga aca att ctg gac agt ate gca aag gtt ace gga ate ate aag 1296 

Tyr Gly Thr He Leu Asp Ser He Ala Lys Val Thr Gly He He Lys 

420 425 430 

ttt gat ctg cat gca gaa get gag aca ggg aaa aga atg ctg gaa gta 1344 

Phe Asp Leu His Ala Glu Ala Glu Thr Gly Lys Arg Met Leu Glu Val 

435 440 445 

gga ggt aat ate aaa gga ata tat gac ctg gga gaa ggc aga tat ggt 1392 

Gly Gly Asn He Lys Gly He Tyr Asp Leu Gly Glu Gly Arg Tyr Gly 

450 455 460 

tea gag get ate tat gtt ccg cgt gag aca gca gaa gaa gac gac ggt 1440 

Ser Glu Ala lie Tyr Val Pro Arg Glu Thr Ala Glu Glu Asp Asp Gly 

465 470 475 480 

tac ttg ata ttc ttt gtt cat gat gaa aac aca ggg aaa tea tgc gtg 1488 

Tyr Leu lie Phe Phe Val His Asp Glu Asn Thr Gly Lys Ser Cys Val 

485 490 495 
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act gtg ata gac gca aaa aca atg teg get gaa ccg gtg gca gtg gtg 1536 

Thr Val He Asp Ala Lys Thr Met Ser Ala Glu Pro Val Ala Val Val 

500 505 510 

gag ctg ccg cac agg gtc cca tat ggc ttc cat gec ttg ttt gtt aca 1584 

Glu Leu Pro His Arg Val Pro Tyr Gly Phe His Ala Leu Phe Val Thr 

515 520 525 

gag gaa caa etc cag gaa caa act ctt ata taa 1617 

Glu Glu Gin Leu Gin Glu Gin Thr Leu He 

530 535 



<210> 8 
<211> 538 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 8 

Met Ala Glu Lys Leu Ser Asp Gly Ser Ser He He Ser Val His Pro 

1 5 10 15 

Arg Pro Ser Lys Gly Phe Ser Ser Lys Leu Leu Asp Leu Leu Glu Arg 

20 25 30 

Leu Val Val Lys Leu Met His Asp Ala Ser Leu Pro Leu His Tyr Leu 
35 40 45 

7 5 tfJH$# 2001-3002858 
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Ser Gly Asn Phe Ala Pro He Arg Asp Glu Thr Pro Pro Val Lys Asp 
50 55 60 

Leu Pro Val His Gly Phe Leu Pro Glu Cys Leu Asn Gly Glu Phe Val 
65 70 75 80 

Arg Val Gly Pro Asn Pro Lys Phe Asp Ala Val Ala Gly Tyr His Trp 

85 90 95 

Phe Asp Gly Asp Gly Met lie His Gly Val Arg He Lys Asp Gly Lys 
100 105 110 

Ala Thr Tyr Val Ser Arg Tyr Val Lys Thr Ser Arg Leu Lys Gin Glu 

115 120 125 

Glu Phe Phe Gly Ala Ala Lys Phe Met Lys lie Gly Asp Leu Lys Gly 

130 135 140 

Phe Phe Gly Leu Leu Met Val Asn Val Gin Gin Leu Arg Thr Lys Leu 

145 150 155 160 

Lys He Leu Asp Asn Thr Tyr Gly Asn Gly Thr Ala Asn Thr Ala Leu 

165 170 175 

Val Tyr His His Gly Lys Leu Leu Ala Leu Gin Glu Ala Asp Lys Pro 
180 185 190 

Tyr Val He Lys Val Leu Glu Asp Gly Asp Leu Gin Thr Leu Gly He 

195 200 205 
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He Asp Tyr Asp Lys Arg Leu Thr His Ser Phe Thr Ala His Pro Lys 

210 215 220 

Val Asp Pro Val Thr Gly Glu Met Phe Thr Phe Gly Tyr Ser His Thr 

225 230 235 240 

Pro Pro Tyr Leu Thr Tyr Arg Val He Ser Lys Asp Gly He Met His 

245 250 255 

Asp Pro Val Pro He Thr He Ser Glu Pro He Met Met His Asp Phe 

260 265 270 

Ala lie Thr Glu Thr Tyr Ala He Phe Met Asp Leu Pro Met His Phe 
275 280 285 

Arg Pro Lys Glu Met Val Lys Glu Lys Lys Met He Tyr Ser Phe Asp 

290 295 300 

Pro Thr Lys Lys Ala Arg Phe Gly Val Leu Pro Arg Tyr Ala Lys Asp 

305 310 315 320 

Glu Leu Met He Arg Trp Phe Glu Leu Pro Asn Cys Phe He Phe His 
325 330 335 

Asn Ala Asn Ala Trp Glu Glu Glu Asp Glu Val Val Leu He Thr Cys 

340 345 350 

Arg Leu Glu Asn Pro Asp Leu Asp Met Val Ser Gly Lys Val Lys Glu 
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355 360 365 

Lys Leu Glu Asn Phe Gly Asn Glu Leu Tyr Glu Met Arg Phe Asn Met 

370 375 380 

Lys Thr Gly Ser Ala Ser Gin Lys Lys Leu Ser Ala Ser Ala Val Asp 
385 390 395 400 

Phe Pro Arg lie Asn Glu Cys Tyr Thr Gly Lys Lys Gin Arg Tyr Val 

405 410 415 

Tyr Gly Thr He Leu Asp Ser He Ala Lys Val Thr Gly He He Lys 

420 425 430 

Phe Asp Leu His Ala Glu Ala Glu Thr Gly Lys Arg Met Leu Glu Val 

435 440 445 

Gly Gly Asn He Lys Gly He Tyr Asp Leu Gly Glu Gly Arg Tyr Gly 

450 455 460 

Ser Glu Ala He Tyr Val Pro Arg Glu Thr Ala Glu Glu Asp Asp Gly 

465 470 475 480 

Tyr Leu He Phe Phe Val His Asp Glu Asn Thr Gly Lys Ser Cys Val 
485 490 495 

Thr Val He Asp Ala Lys Thr Met Ser Ala Glu Pro Val Ala Val Val 

500 505 510 



7 8 
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Glu Leu Pro His Arg Val Pro Tyr Gly Phe His Ala Leu Phe Val Thr 

515 520 525 

Glu Glu Gin Leu Gin Glu Gin Thr Leu He 

530 535 

<210> 9 
<211> 1734 
<212> DNA 

<213> Arabidopsis thaliana 

<220> 

<221> CDS 

<222> (1)..(1734) 

<400> 9 

atg caa cac tct ctt cgt tct gat ctt ctt ccg acg aag act tct cct 48 

Met Gin His Ser Leu Arg Ser Asp Leu Leu Pro Thr Lys Thr Ser Pro 

15 10 15 

cgt tct cat tta ctt cca caa ccc aaa aat gca aat att tct cga cga 96 
Arg Ser His Leu Leu Pro Gin Pro Lys Asn Ala Asn He Ser Arg Arg 
20 25 30 

att etc att aac cct ttc aag ata ccg aca ctt cct gat etc act tct 144 
He Leu He Asn Pro Phe Lys He Pro Thr Leu Pro Asp Leu Thr Ser 

35 40 45 

7 9 M2 0 0 1 -3 0 0 2 8 5 8 
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ccg gtt ccg tea ccg gtt aag etc aaa cca acg tat cca aac tta aac 192 
Pro Val Pro Ser Pro Val Lys Leu Lys Pro Thr Tyr Pro Asn Leu Asn 

50 55 60 

ctt ctt cag aag eta gcg get acg atg etc gac aag att gag tec tct 240 
Leu Leu Gin Lys Leu Ala Ala Thr Met Leu Asp Lys He Glu Ser Ser 

65 70 75 80 

ate gtt att cct atg gag cag aat cgc ccg ctt cct aaa ccg acc gac 288 
He Val He Pro Met Glu Gin Asn Arg Pro Leu Pro Lys Pro Thr Asp 

85 90 95 

ccg gcg gtt caa tta tea ggt aac ttc get ccg gtt aat gaa tgt ccg 336 
Pro Ala Val Gin Leu Ser Gly Asn Phe Ala Pro Val Asn Glu Cys Pro 
100 105 110 

gtt cag aac ggt tta gaa gtg gtt ggt cag att cct tct tgt eta aaa 384 
Val Gin Asn Gly Leu Glu Val Val Gly Gin He Pro Ser Cys Leu Lys 

115 120 125 

gga gtt tac ate cgt aac ggt gca aac cct atg ttt ccg ccg tta gee 432 
Gly Val Tyr He Arg Asn Gly Ala Asn Pro Met Phe Pro Pro Leu Ala 

130 135 140 

gga cat cat tta ttt gac ggt gac gga atg att cac gee gtt agt ate 480 
Gly His His Leu Phe Asp Gly Asp Gly Met He His Ala Val Ser He 

145 150 155 160 

ggt ttt gat aac cag gtt agt tac age tgc egg tac act aaa aca aac 528 
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Gly Phe Asp Asn Gin Val Ser Tyr Ser Cys Arg Tyr Thr Lys Thr Asn 

165 170 175 

egg ctt gtt caa gaa acc gcg ctt gga cga teg gtt ttc cct aaa cca 576 
Arg Leu Val Gin Glu Thr Ala Leu Gly Arg Ser Val Phe Pro Lys Pro 

180 185 190 

ate ggc gag ctt cac ggc cat tec ggt eta get cga etc get etc ttc 624 

lie Gly Glu Leu His Gly His Ser Gly Leu Ala Arg Leu Ala Leu Phe 
195 200 205 

acg get cga get ggg ate ggt eta gtg gac ggg aca cgt ggc atg ggc 672 

Thr Ala Arg Ala Gly He Gly Leu Val Asp Gly Thr Arg Gly Met Gly 

210 215 220 

gta get aac gee ggt gtg gtt ttc ttt aac ggc agg tta tta gec atg 720 

Val Ala Asn Ala Gly Val Val Phe Phe Asn Gly Arg Leu Leu Ala Met 

225 230 235 240 

tea gaa gat gat ctt cct tac caa gtg aag ate gac ggt caa gga gat 768 

Ser Glu Asp Asp Leu Pro Tyr Gin Val Lys He Asp Gly Gin Gly Asp 

245 250 255 

ctt gag acg ate gga egg ttc gga ttc gat gac cag att gac tct tea 816 

Leu Glu Thr He Gly Arg Phe Gly Phe Asp Asp Gin lie Asp Ser Ser 

260 265 270 

gtg ata gcg cat cct aag gtg gac gcg acc aca gga gat etc cat aca 864 

Val He Ala His Pro Lys Val Asp Ala Thr Thr Gly Asp Leu His Thr 



8 1 
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275 280 285 

ctg age tac aac gtt ttg aag aaa cct cat etc agg tat ctt aaa ttc 912 
Leu Ser Tyr Asn Val Leu Lys Lys Pro His Leu Arg Tyr Leu Lys Phe 
290 295 300 

aac acg tgc ggg aaa aag aca cgt gac gtg gag ate acg etc cct gaa 960 
Asn Thr Cys Gly Lys Lys Thr Arg Asp Val Glu He Thr Leu Pro Glu 

305 310 315 320 

cca acg atg att cat gat ttc gcg ata acc gag aat ttt gtc gtt ata 1008 
Pro Thr Met He His Asp Phe Ala He Thr Glu Asn Phe Val Val He 

325 330 335 

ccg gat cag caa atg gta ttc aaa tta tec gaa atg att egg ggc ggg 1056 
Pro Asp Gin Gin Met Val Phe Lys Leu Ser Glu Met He Arg Gly Gly 

340 345 350 

tea ccc gtt ate tac gtt aaa gaa aaa atg gcg aga ttt gga gtt ttg 1104 
Ser Pro Val He Tyr Val Lys Glu Lys Met Ala Arg Phe Gly Val Leu 

355 360 365 

tea aag cag gat ctg acc ggg teg gat ata aat tgg gtt gat gta ccg 1152 
Ser Lys Gin Asp Leu Thr Gly Ser Asp He Asn Trp Val Asp Val Pro 

370 375 380 

gat tgt ttc tgt ttc cat eta tgg aat gcg tgg gaa gag aga acc gaa 1200 
Asp Cys Phe Cys Phe His Leu Trp Asn Ala Trp Glu Glu Arg Thr Glu 

385 390 395 400 
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gag gga gac cca gtt ate gtc gta ate ggg tea tgt atg age cca ccc 1248 

Glu Gly Asp Pro Val He Val Val He Gly Ser Cys Met Ser Pro Pro 

405 410 415 

gac acg ate ttt agt gaa tea gga gaa cca acc egg gtt gaa tta agt 1296 

Asp Thr lie Phe Ser Glu Ser Gly Glu Pro Thr Arg Val Glu Leu Ser 

420 425 430 

gag ate egg tta aac atg cgt aca aaa gaa teg aac cgt aag gtt ate 1344 

Glu He Arg Leu Asn Met Arg Thr Lys Glu Ser Asn Arg Lys Val He 

435 440 445 

gta acc gga gtg aat tta gaa gcg ggt cac ata aac cgt agt tac gtg 1392 

Val Thr Gly Val Asn Leu Glu Ala Gly His lie Asn Arg Ser Tyr Val 

450 455 460 

ggc egg aaa age cag ttc gtt tac ata gca ata gec gat cct tgg ccc 1440 

Gly Arg Lys Ser Gin Phe Val Tyr He Ala He Ala Asp Pro Trp Pro 

465 470 475 480 

aaa tgc agt ggc att gcg aag gta gat ata caa aac ggc acc gtt tea 1488 

Lys Cys Ser Gly He Ala Lys Val Asp lie Gin Asn Gly Thr Val Ser 

485 490 495 

gag ttt aat tac gga ccg age egg ttc ggt gga gaa ccg tgc ttt gta 1536 

Glu Phe Asn Tyr Gly Pro Ser Arg Phe Gly Gly Glu Pro Cys Phe Val 

500 505 510 
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ccg gag gga gaa gga gaa gaa gac aaa ggt tat gta atg ggg ttt gtg 1584 
Pro Glu Gly Glu Gly Glu Glu Asp Lys Gly Tyr Val Met Gly Phe Val 

515 520 525 



aga gac gaa gag aaa gac gag teg gag ttt gtg gtg gtc gac gcg acg 1632 
Arg Asp Glu Glu Lys Asp Glu Ser Glu Phe Val Val Val Asp Ala Thr 

530 535 540 



gat atg aag caa gtc gcg gcg gtg cgc ttg ccg gag agg gta cct tat 1680 
Asp Met Lys Gin Val Ala Ala Val Arg Leu Pro Glu Arg Val Pro Tyr 

545 550 555 560 



ggt ttc cat gga acg ttc gtg age gag aat cag ttg aag gaa caa gtt 1728 
Gly Phe His Gly Thr Phe Val Ser Glu Asn Gin Leu Lys Glu Gin Val 

565 570 575 



ttc tga 
Phe 



1734 



<210> 10 
<211> 577 
<212> PRT 

<213> Arabidopsis tha liana 

Lys Thr Ser Pro 
15 



<400> 10 

Met Gin His Ser Leu Arg Ser Asp Leu Leu Pro Thr 
1 5 10 
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Arg Ser His Leu Leu Pro Gin Pro Lys Asn Ala Asn He Ser Arg Arg 
20 25 30 

lie Leu lie Asn Pro Phe Lys lie Pro Thr Leu Pro Asp Leu Thr Ser 

35 40 45 

Pro Val Pro Ser Pro Val Lys Leu Lys Pro Thr Tyr Pro Asn Leu Asn 

50 55 60 

Leu Leu Gin Lys Leu Ala Ala Thr Met Leu Asp Lys He Glu Ser Ser 

65 70 75 80 

lie Val He Pro Met Glu Gin Asn Arg Pro Leu Pro Lys Pro Thr Asp 

85 90 95 

Pro Ala Val Gin Leu Ser Gly Asn Phe Ala Pro Val Asn Glu Cys Pro 

100 105 110 

Val Gin Asn Gly Leu Glu Val Val Gly Gin lie Pro Ser Cys Leu Lys 

115 120 125 

Gly Val Tyr He Arg Asn Gly Ala Asn Pro Met Phe Pro Pro Leu Ala 

130 135 140 

Gly His His Leu Phe Asp Gly Asp Gly Met lie His Ala Val Ser He 
145 150 155 160 

Gly Phe Asp Asn Gin Val Ser Tyr Ser Cys Arg Tyr Thr Lys Thr Asn 

165 170 175 
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Arg Leu Val Gin Glu Thr Ala Leu Gly Arg Ser Val Phe Pro Lys Pro 
180 185 190 

He Gly Glu Leu His Gly His Ser Gly Leu Ala Arg Leu Ala Leu Phe 
195 200 205 

Thr Ala Arg Ala Gly He Gly Leu Val Asp Gly Thr Arg Gly Met Gly 

210 215 220 

Val Ala Asn Ala Gly Val Val Phe Phe Asn Gly Arg Leu Leu Ala Met 

225 230 235 240 

Ser Glu Asp Asp Leu Pro Tyr Gin Val Lys He Asp Gly Gin Gly Asp 

245 250 255 

Leu Glu Thr He Gly Arg Phe Gly Phe Asp Asp Gin He Asp Ser Ser 

260 265 270 

Val He Ala His Pro Lys Val Asp Ala Thr Thr Gly Asp Leu His Thr 

275 280 285 

Leu Ser Tyr Asn Val Leu Lys Lys Pro His Leu Arg Tyr Leu Lys Phe 

290 295 300 

Asn Thr Cys Gly Lys Lys Thr Arg Asp Val Glu lie Thr Leu Pro Glu 

305 310 315 320 

Pro Thr Met He His Asp Phe Ala He Thr Glu Asn Phe Val Val He 
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325 330 335 

Pro Asp Gin Gin Met Val Phe Lys Leu Ser Glu Met He Arg Gly Gly 
340 345 350 

Ser Pro Val He Tyr Val Lys Glu Lys Met Ala Arg Phe Gly Val Leu 

355 360 365 

Ser Lys Gin Asp Leu Thr Gly Ser Asp He Asn Trp Val Asp Val Pro 

370 375 380 

Asp Cys Phe Cys Phe His Leu Trp Asn Ala Trp Glu Glu Arg Thr Glu 
385 390 395 400 

Glu Gly Asp Pro Val He Val Val He Gly Ser Cys Met Ser Pro Pro 

405 410 415 

Asp Thr He Phe Ser Glu Ser Gly Glu Pro Thr Arg Val Glu Leu Ser 

420 425 430 

Glu He Arg Leu Asn Met Arg Thr Lys Glu Ser Asn Arg Lys Val He 

435 440 445 

Val Thr Gly Val Asn Leu Glu Ala Gly His He Asn Arg Ser Tyr Val 

450 455 460 

Gly Arg Lys Ser Gin Phe Val Tyr He Ala He Ala Asp Pro Trp Pro 

465 470 475 480 
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Lys Cys Ser Gly He Ala Lys Val Asp He Gin Asn Gly Thr Val Ser 

485 490 495 

Glu Phe Asn Tyr Gly Pro Ser Arg Phe Gly Gly Glu Pro Cys Phe Val 

500 505 510 

Pro Glu Gly Glu Gly Glu Glu Asp Lys Gly Tyr Val Met Gly Phe Val 

515 520 525 

Arg Asp Glu Glu Lys Asp Glu Ser Glu Phe Val Val Val Asp Ala Thr 

530 535 540 

Asp Met Lys Gin Val Ala Ala Val Arg Leu Pro Glu Arg Val Pro Tyr 

545 550 555 560 

Gly Phe His Gly Thr Phe Val Ser Glu Asn Gin Leu Lys Glu Gin Val 

565 570 575 

Phe 



<210> 11 
<211> 1839 
<212> DNA 

<213> Vigna unguiculata 

<220> 

<221> CDS 

<222> (1)..(1839) 
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<400> 11 

atg cct tea tea get tea aac act tgg ttt aac gee aca etc cca tct 48 

Met Pro Ser Ser Ala Ser Asn Thr Trp Phe Asn Ala Thr Leu Pro Ser 

1 5 10 15 

ccc ccc ttc aaa gac eta cct tec aca tct tct ccc aca aac tta ctt 96 

Pro Pro Phe Lys Asp Leu Pro Ser Thr Ser Ser Pro Thr Asn Leu Leu 

20 25 30 

cct tta agg aaa aca tec tct tec aac ace ate aca tgt tec ctt caa 144 

Pro Leu Arg Lys Thr Ser Ser Ser Asn Thr He Thr Cys Ser Leu Gin 

35 40 45 

aca etc cac ttc ccc aaa cag tac caa cca aca tec aca tec aca tec 192 

Thr Leu His Phe Pro Lys Gin Tyr Gin Pro Thr Ser Thr Ser Thr Ser 

50 55 60 

aca gee acc acc aca aca ccc ace cca ate aaa act ace ace ate acc 240 

Thr Ala Thr Thr Thr Thr Pro Thr Pro He Lys Thr Thr Thr He Thr 

65 70 75 80 

acc acc aca ccg ccc agg gaa acc aac cct etc tct gac acc aac caa 288 

Thr Thr Thr Pro Pro Arg Glu Thr Asn Pro Leu Ser Asp Thr Asn Gin 

85 90 95 

cca tta cct caa aaa tgg aac ttt etc cag aaa gee get gee acg gee 336 

Pro Leu Pro Gin Lys Trp Asn Phe Leu Gin Lys Ala Ala Ala Thr Ala 

100 105 110 
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ttg gac ctg gtc gaa acg gcg etc gtc teg cac gag cgc aaa cac ccg 384 
Leu Asp Leu Val Glu Thr Ala Leu Val Ser His Glu Arg Lys His Pro 
115 120 125 

etc ccc aaa acg gcg gac ccg agg gtc caa ate gec ggg aac ttc gcg 432 
Leu Pro Lys Thr Ala Asp Pro Arg Val Gin He Ala Gly Asn Phe Ala 

130 135 140 

ccg gtg ccg gag cat gec gcg gat caa gga etc ccg gtg gtc gga aaa 480 
Pro Val Pro Glu His Ala Ala Asp Gin Gly Leu Pro Val Val Gly Lys 

145 150 155 160 

ate ccc aaa tgc att gac ggc gtg tac gtg cgc aac ggt gee aat ccg 528 
lie Pro Lys Cys He Asp Gly Val Tyr Val Arg Asn Gly Ala Asn Pro 
165 170 175 

etc tac gag cct gtg gec ggg cac cac ttc ttc gac ggc gac ggc atg 576 
Leu Tyr Glu Pro Val Ala Gly His His Phe Phe Asp Gly Asp Gly Met 
180 185 190 

gtc cac gec gtg aag ttc acg aac ggc gec gee age tac gee tgc cgc 624 
Val His Ala Val Lys Phe Thr Asn Gly Ala Ala Ser Tyr Ala Cys Arg 

195 200 205 

ttc acc gag acg cag cgt etc teg cag gag aaa tct eta ggc cgc ccg 672 
Phe Thr Glu Thr Gin Arg Leu Ser Gin Glu Lys Ser Leu Gly Arg Pro 

210 215 220 
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gtg ttc ccg aag gcc ate ggg gag etc cac ggc cac tec ggc ate gcg 720 
Val Phe Pro Lys Ala He Gly GIu Leu His Gly His Ser Gly He Ala 

225 230 235 240 

egg etc etc etc ttc tac gcg cgc ggt etc ttc ggg etc gtt gat ggg 768 

Arg Leu Leu Leu Phe Tyr Ala Arg Gly Leu Phe Gly Leu Val Asp Gly 

245 250 255 

tec cag ggc atg ggc gtg gcg aac gcc ggt etc gtc tac ttc aac aac 816 

Ser Gin Gly Met Gly Val Ala Asn Ala Gly Leu Val Tyr Phe Asn Asn 

260 265 270 

cac etc ttg gcc atg tec gaa gac gat tta ccc tac cac gtg aga ate 864 

His Leu Leu Ala Met Ser Glu Asp Asp Leu Pro Tyr His Val Arg He 

275 280 285 

acc cct aac ggc gac tta acc ace gtt ggc cgt tac gac ttc aac ggg 912 

Thr Pro Asn Gly Asp Leu Thr Thr Val Gly Arg Tyr Asp Phe Asn Gly 

290 295 300 

cag etc aac tea aca atg ate gcc cac ccg aaa ctg gac ccc gtc gac 960 

Gin Leu Asn Ser Thr Met He Ala His Pro Lys Leu Asp Pro Val Asp 

3*05 310 315 320 

ggc gac etc cac gcg etc age tac gac gtc att cag aag cct tac etc 1008 

Gly Asp Leu His Ala Leu Ser Tyr Asp Val He Gin Lys Pro Tyr Leu 

325 330 335 

aag tac ttc cgt ttc tec ccc gac ggc gtc aag tec ccc gac gtg gaa 1056 
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Lys Tyr Phe Arg Phe Ser Pro Asp Gly Val Lys Ser Pro Asp Val Glu 

340 345 350 

ate ccc ctg aag gag ccc acc atg atg cac gat ttc gec ata acg gag 1104 
He Pro Leu Lys Glu Pro Thr Met Met His Asp Phe Ala lie Thr Glu 

355 360 365 

aat ttc gtc gtc gtc ccc gac cag cag gtg gtc ttc aaa eta acg gag 1152 
Asn Phe Val Val Val Pro Asp Gin Gin Val Val Phe Lys Leu Thr Glu 

370 375 380 

atg ate acc ggc ggg tec ccc gtg gtc tac gac aag aac aaa acc tea 1200 
Met He Thr Gly Gly Ser Pro Val Val Tyr Asp Lys Asn Lys Thr Ser 

385 390 395 400 

egg ttt ggg att ctg cac aag aat gcg aag gac gcg aat gcg atg egg 1248 
Arg Phe Gly He Leu His Lys Asn Ala Lys Asp Ala Asn Ala Met Arg 

405 410 415 

tgg ate gac gcg ccg gat tgt ttc tgc ttc cac etc tgg aac gcg tgg 1296 
Trp He Asp Ala Pro Asp Cys Phe Cys Phe His Leu Trp Asn Ala Trp 

420 425 430 

gag gag ccc gaa acc gag gag gtt gtg gtg att ggg tec tgc atg acc 1344 
Glu Glu Pro Glu Thr Glu Glu Val Val Val He Gly Ser Cys Met Thr 

435 440 445 

cct gcg gac tec att ttc aac gaa tgc gag gag agt ttg aag age gtg 1392 
Pro Ala Asp Ser He Phe Asn Glu Cys Glu Glu Ser Leu Lys Ser Val 

9 2 ffi$E# 2001-3002858 



#2001—003476 



450 455 460 

ctg tea gag ata agg ctg aac ttg agg acc ggc aag tec act egg cgc 1440 
Leu Ser Glu lie Arg Leu Asn Leu Arg Thr Gly Lys Ser Thr Arg Arg 

465 470 475 480 

ccc att ate tec gac gee gaa caa gtg aac ctg gaa gec ggc atg gtg 1488 
Pro lie lie Ser Asp Ala Glu Gin Val Asn Leu Glu Ala Gly Met Val 

485 490 495 

aac aga aac aag etc gga agg aag acc cag ttc gcg tat ctg get ctg 1536 
Asn Arg Asn Lys Leu Gly Arg Lys Thr Gin Phe Ala Tyr Leu Ala Leu 
500 505 510 

gcg gag ccc tgg ccc aaa gtc teg ggc ttt gcg aaa gtt gat ttg ctg 1584 
Ala Glu Pro Trp Pro Lys Val Ser Gly Phe Ala Lys Val Asp Leu Leu 

515 520 525 

agt ggg gaa gtg aag aag tac atg tat gga gaa gag aag ttc ggt ggg 1632 
Ser Gly Glu Val Lys Lys Tyr Met Tyr Gly Glu Glu Lys phe Gly Gly 

530 535 540 

gag cct ctg ttt ctt ccc aac ggc caa aaa gaa gac gat ggg tat att 1680 
Glu Pro Leu Phe Leu Pro Asn Gly Gin Lys Glu Asp Asp Gly Tyr He 

545 550 555 560 

ctg gca ttc gtg cac gac gag aaa gaa tgg aaa tec gag ctg cag att 1728 
Leu Ala Phe Val His Asp Glu Lys Glu Trp Lys Ser Glu Leu Gin He 

565 570 575 
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gtg aat gee caa aat tta aag etc gaa get tec ate aaa etc ccc tct 1776 
Val Asn Ala Gin Asn Leu Lys Leu Glu Ala Ser He Lys Leu Pro Ser 

580 585 590 

cgt gtt ccc tac ggt ttt cat gga act ttc att cat tec aag gat ttg 1824 
Arg Val Pro Tyr Gly Phe His Gly Thr Phe He His Ser Lys Asp Leu 

595 600 605 

agg aaa caa get tga 1839 
Arg Lys Gin Ala 
610 



<210> 12 
<211> 612 
<212> PRT 

<213> Vigna unguiculata 
<400> 12 

Met Pro Ser Ser Ala Ser Asn Thr Trp Phe Asn Ala Thr Leu Pro Ser 
15 10 15 

Pro Pro Phe Lys Asp Leu Pro Ser Thr Ser Ser Pro Thr Asn Leu Leu 

20 25 30 

Pro Leu Arg Lys Thr Ser Ser Ser Asn Thr He Thr Cys Ser Leu Gin 
35 40 45 
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Thr Leu His Phe Pro Lys Gin Tyr Gin Pro Thr Ser Thr Ser Thr Ser 

50 55 60 

Thr Ala Thr Thr Thr Thr Pro Thr Pro He Lys Thr Thr Thr He Thr 
65 70 75 80 

Thr Thr Thr Pro Pro Arg Glu Thr Asn Pro Leu Ser Asp Thr Asn Gin 

85 90 95 

Pro Leu Pro Gin Lys Trp Asn Phe Leu Gin Lys Ala Ala Ala Thr Ala 

100 105 110 

Leu Asp Leu Val Glu Thr Ala Leu Val Ser His Glu Arg Lys His Pro 

115 120 125 

Leu Pro Lys Thr Ala Asp Pro Arg Val Gin He Ala Gly Asn Phe Ala 

130 135 140 

Pro Val Pro Glu His Ala Ala Asp Gin Gly Leu Pro Val Val Gly Lys 

145 150 155 160 

He Pro Lys Cys lie Asp Gly Val Tyr Val Arg Asn Gly Ala Asn Pro 
165 170 175 

Leu Tyr Glu Pro Val Ala Gly His His Phe Phe Asp Gly Asp Gly Met 
180 185 190 

Val His Ala Val Lys Phe Thr Asn Gly Ala Ala Ser Tyr Ala Cys Arg 
195 200 205 
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Phe Thr Glu Thr Gin Arg Leu Ser Gin Glu Lys Ser Leu Gly Arg Pro 

210 215 220 

Val Phe Pro Lys Ala He Gly Glu Leu His Gly His Ser Gly lie Ala 

225 230 235 240 

Arg Leu Leu Leu Phe Tyr Ala Arg Gly Leu Phe Gly Leu Val Asp Gly 

245 250 255 

Ser Gin Gly Met Gly Val Ala Asn Ala Gly Leu Val Tyr Phe Asn Asn 

260 265 270 

His Leu Leu Ala Met Ser Glu Asp Asp Leu Pro Tyr His Val Arg He 

275 280 285 

Thr Pro Asn Gly Asp Leu Thr Thr Val Gly Arg Tyr Asp Phe Asn Gly 
290 295 300 

Gin Leu Asn Ser Thr Met He Ala His Pro Lys Leu Asp Pro Val Asp 

305 310 315 320 

Gly Asp Leu His Ala Leu Ser Tyr Asp Val He Gin Lys Pro Tyr Leu 

325 330 335 

Lys Tyr Phe Arg Phe Ser Pro Asp Gly Val Lys Ser Pro Asp Val Glu 

340 345 350 

He Pro Leu Lys Glu Pro Thr Met Met His Asp Phe Ala He Thr Glu 
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355 360 365 

Asn Phe Val Val Val Pro Asp Gin Gin Val Val Phe Lys Leu Thr Glu 
370 375 380 

Met He Thr Gly Gly Ser Pro Val Val Tyr Asp Lys Asn Lys Thr Ser 

385 390 395 400 

Arg Phe Gly He Leu His Lys Asn Ala Lys Asp Ala Asn Ala Met Arg 
405 410 415 

Trp lie Asp Ala Pro Asp Cys Phe Cys Phe His Leu Trp Asn Ala Trp 

420 425 430 

Glu Glu Pro Glu Thr Glu Glu Val Val Val He Gly Ser Cys Met Thr 

435 440 445 

Pro Ala Asp Ser He Phe Asn Glu Cys Glu Glu Ser Leu Lys Ser Val 

450 455 460 

Leu Ser Glu He Arg Leu Asn Leu Arg Thr Gly Lys Ser Thr Arg Arg 
465 470 475 480 

Pro He He Ser Asp Ala Glu Gin Val Asn Leu Glu Ala Gly Met Val 

485 490 495 

Asn Arg Asn Lys Leu Gly Arg Lys Thr Gin Phe Ala Tyr Leu Ala Leu 

500 505 510 
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Ala Glu Pro Trp Pro Lys Val Ser Gly Phe Ala Lys Val Asp Leu Leu 

515 520 525 

Ser Gly Glu Val Lys Lys Tyr Met Tyr Gly Glu Glu Lys Phe Gly Gly 
530 535 540 

Glu Pro Leu Phe Leu Pro Asn Gly Gin Lys Glu Asp Asp Gly Tyr lie 

545 550 555 560 

Leu Ala Phe Val His Asp Glu Lys Glu Trp Lys Ser Glu Leu Gin He 

565 570 575 

Val Asn Ala Gin Asn Leu Lys Leu Glu Ala Ser He Lys Leu Pro Ser 

580 585 590 

Arg Val Pro Tyr Gly Phe His Gly Thr Phe lie His Ser Lys Asp Leu 

595 600 605 

Arg Lys Gin Ala 
610 

<210> 13 
<211> 1815- 
<212> DNA 
<213> Zea mays 

<220> 
<221> CDS 
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<222> (1)..(1815) 
<400> 13 

atg cag ggt etc gec ccg ccc acc tct gtt tec ata cac egg cac ctg 48 

Met Gin Gly Leu Ala Pro Pro Thr Ser Val Ser He His Arg His Leu 

1 5 10 15 

ccg gec egg tec agg gee egg gee tec aat tec gtc agg ttc teg ccg 96 

Pro Ala Arg Ser Arg Ala Arg Ala Ser Asn Ser Val Arg Phe Ser Pro 

20 25 30 

cgc gee gtc age tec gtg ccg ccc gee gag tgc etc cag gcg ccg ttc 144 

Arg Ala Val Ser Ser Val Pro Pro Ala Glu Cys Leu Gin Ala Pro Phe 

35 40 45 

cac aag ccc gtc gec gac ctg cct gcg ccg tec agg aag ccc gee gee 192 

His Lys Pro Val Ala Asp Leu Pro Ala Pro Ser Arg Lys Pro Ala Ala 

50 55 60 

att gee gtc cca ggg cac gec gcg gcg ccg agg aaa gcg gag ggc ggc 240 

He Ala Val Pro Gly His Ala Ala Ala Pro Arg Lys Ala Glu Gly Gly 

65 70 75 80 

aag aag cag etc aac ttg ttc cag cgc gee gcg gcg gee gcg etc gac 288 

Lys Lys Gin Leu Asn Leu Phe Gin Arg Ala Ala Ala Ala Ala Leu Asp 

85 90 95 

gcg ttc gag gaa ggg ttc gtg gee aac gtc etc gag egg ccc cac ggg 336 

Ala Phe Glu Glu Gly Phe Val Ala Asn Val Leu Glu Arg Pro His Gly 
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100 105 110 

ctg ccc age acg gee gac ccg gec gtg cag ate gee ggc aac ttc gcg 384 

Leu Pro Ser Thr Ala Asp Pro Ala Val Gin He Ala Gly Asn Phe Ala 

115 120 125 

ccc gtc ggg gag agg ccg ccc gtg cac gag etc ccc gtc tec ggc cgc 432 

Pro Val Gly Glu Arg Pro Pro Val His Glu Leu Pro Val Ser Gly Arg 

130 135 140 

ate ccg ccc ttc ate gac ggg gtc tac gcg cgc aac ggc gec aac ccc 480 

He Pro Pro Phe He Asp Gly Val Tyr Ala Arg Asn Gly Ala Asn Pro 

145 150 155 160 

tgc ttc gac ccc gtc gcg ggg cac cac etc ttc gac ggc gac ggc atg 528 

Cys Phe Asp Pro Val Ala Gly His His Leu Phe Asp Gly Asp Gly Met 

165 170 175 

gtg cac gcg ctg egg ata cgc aac ggc gec gec gag tec tac gee tgc 576 

Val His Ala Leu Arg He Arg Asn Gly Ala Ala Glu Ser Tyr Ala Cys 

180 185 190 

cgc ttc acg gag acc gcg cgc ctg cgc cag gag cgc gcg ate ggc cgc 624 

Arg Phe Thr Glu Thr Ala Arg Leu Arg Gin Glu Arg Ala lie Gly Arg 

195 200 205 

ccc gtc ttc ccc aag gee att ggc gag ctg cac ggg cac tec ggg ate 672 

Pro Val Phe Pro Lys Ala He Gly Glu Leu His Gly His Ser Gly He 

210 215 220 
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gcg cgc etc gec ctg ttc tac gcg cgc gec gcg tgc ggc etc gtg gac 720 
Ala Arg Leu Ala Leu Phe Tyr Ala Arg Ala Ala Cys Gly Leu Val Asp 

225 230 235 240 

ccc teg gec ggc ace ggc gtg gec aac gee ggc etc gtc tac ttc aac 768 
Pro Ser Ala Gly Thr Gly Val Ala Asn Ala Gly Leu Val Tyr Phe Asn 

245 250 - 255 

ggc cgc ctg etc gee atg tec gag gac gac etc ccc tac cac gtc cgc 816 
Gly Arg Leu Leu Ala Met Ser Glu Asp Asp Leu Pro Tyr His Val Arg 

260 265 270 

gtg gcg gac gac ggc gac etc gag ace gtc ggc cgc tac gac ttc gac 864 
Val Ala Asp Asp Gly Asp Leu Glu Thr Val Gly Arg Tyr Asp Phe Asp 

275 280 285 

ggg cag etc ggc tgc gee atg ate gcg cac ccc aag ctg gac ccg gee 912 
Gly Gin Leu Gly Cys Ala Met He Ala His Pro Lys Leu Asp Pro Ala 

290 295 300 

acc ggg gag etc cac gcg etc age tac gac gtc ate aag agg ccg tac 960 
Thr Gly Glu Leu His Ala Leu Ser Tyr Asp Val lie Lys Arg Pro Tyr 

305 310 315 320 

etc aag tac ttc tac ttc agg ccc gac ggc acc aag tec gac gac gtg 1008 
Leu Lys Tyr Phe Tyr Phe Arg Pro Asp Gly Thr Lys Ser Asp Asp Val 

325 330 335 
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gag ate ccg ctg gag cag ccc acg atg ate cac gac ttc gee ate acc 1056 
Glu He Pro Leu Glu Gin Pro Thr Met He His Asp Phe Ala He Thr 

340 345 350 

gag aac ttc gtg gtt gtg ccc gac cac cag gtg gtg ttc aag etc cag 1104 
Glu Asn Phe Val Val Val Pro Asp His Gin Val Val Phe Lys Leu Gin 
355 360 365 

gag atg ctg cgc ggc ggg teg ccc gtg gtg ctg gac aag gag aag acg 1152 
Glu Met Leu Arg Gly Gly Ser Pro Val Val Leu Asp Lys Glu Lys Thr 

370 375 380 

teg egg ttc ggc gtg etc ccc aag cac gee gcg gac gcg teg gag atg 1200 
Ser Arg Phe Gly Val Leu Pro Lys His Ala Ala Asp Ala Ser Glu Met 

385 390 395 400 

gcg tgg gtg gac gtg ccg gac tgc ttc tgc ttc cac ctg tgg aac gcg 1248 
Ala Trp Val Asp Val Pro Asp Cys Phe Cys Phe His Leu Trp Asn Ala 
405 410 415 

tgg gag gac gag gcg acg ggc gag gtg gtg gtg ate ggc tec tgc atg 1296 
Trp Glu Asp Glu Ala Thr Gly Glu Val Val Val lie Gly Ser Cys Met 
420 425 430 

acc ccc gee gac tec ate ttc aac gag tec gac gag cgc ctg gag age 1344 
Thr Pro Ala Asp Ser He Phe Asn Glu Ser Asp Glu Arg Leu Glu Ser 

435 440 445 

gtg ctg acc gag ate cgc ctg gac gcg cgc acg ggc egg tec acg cgc 1392 

10 2 ai$E# 2001-3002858 



#2001—003476 

Val Leu Thr Glu He Arg Leu Asp Ala Arg Thr Gly Arg Ser Thr Arg 

450 455 460 

cgc gcc gtc ctg ccg ccg teg cag cag gag aac ctg gag gtg ggc atg 1440 
Arg Ala Val Leu Pro Pro Ser Gin Gin Glu Asn Leu Glu Val Gly Met 

465 470 475 480 

gtg aac cgc aac ctg ctg ggc cgc gag age egg tac gcg tac etc gcg 1488 
Val Asn Arg Asn Leu Leu Gly Arg Glu Ser Arg Tyr Ala Tyr Leu Ala 

. 485 490 495 

gtg gcg gag ccg tgg ccc aag gag teg ggc ttc gcc aag gag gac 
Val Ala Glu Pro Trp Pro Lys Glu Ser Gly Phe Ala Lys Glu Asp 

500 505 510 

tec acg ggc gag etc ace aag ttc gag tac ggc gag ggc egg ttc ggc 1584 
Ser Thr Gly Glu Leu Thr Lys Phe Glu Tyr Gly Glu Gly Arg Phe Gly 

515 520 525 

ggc gag ccc tgc ttc gtt ccc atg gac ccg gcc gcg gcc cac ccg cgc 1632 
Gly Glu Pro Cys Phe Val Pro Met Asp Pro Ala Ala Ala His Pro Arg 

530 535 540 

ggc gag gac gac ggg tac gtg etc ace ttc gtc cac gac gag cgc gcc 1680 
Gly Glu Asp Asp Gly Tyr Val Leu Thr Phe Val His Asp Glu Arg Ala 

545 550 555 560 

ggc acg teg gag eta ctt gtg gtc aat gcc gcc gac ate egg ctg gag 1728 
Gly Thr Ser Glu Leu Leu Val Val Asn Ala Ala Asp He Arg Leu Glu 
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565 570 575 

gcc acg gtt cag ctg ccg tec cgc gtg ccc ttc ggc ttc cac ggc acc 1776 

Ala Thr Val Gin Leu Pro Ser Arg Val Pro Phe Gly Phe His Gly Thr 

580 585 590 

ttc ate acg ggc cag gag etc gag gcc cag gcg gee tga 1815 

Phe He Thr Gly Gin Glu Leu Glu Ala Gin Ala Ala 

595 600 605 



<210> 14 
<211> 604 
<212> PRT 
<213> Zea mays 

<400> 14 

Met Gin Gly Leu Ala Pro Pro Thr Ser Val Ser He His Arg His Leu 

1 5 10 15 

Pro Ala Arg Ser Arg Ala Arg Ala Ser Asn Ser Val Arg Phe Ser Pro 

20 25 30 

Arg Ala Val Ser Ser Val Pro Pro Ala Glu Cys Leu Gin Ala Pro Phe 

35 40 45 

His Lys Pro Val Ala Asp Leu Pro Ala Pro Ser Arg Lys Pro Ala Ala 

50 55 60 
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He Ala Val Pro Gly His Ala Ala Ala Pro Arg Lys Ala Glu Gly Gly 

65 70 75 80 

Lys Lys Gin Leu Asn Leu Phe Gin Arg Ala Ala Ala Ala Ala Leu Asp 

85 90 95 

Ala Phe Glu Glu Gly Phe Val Ala Asn Val Leu Glu Arg Pro His Gly 
100 105 110 

Leu Pro Ser Thr Ala Asp Pro Ala Val Gin He Ala Gly Asn Phe Ala 

115 120 125 

Pro Val Gly Glu Arg Pro Pro Val His Glu Leu Pro Val Ser Gly Arg 

130 135 140 

He Pro Pro Phe He Asp Gly Val Tyr Ala Arg Asn Gly Ala Asn Pro 

145 150 155 160 

Cys Phe Asp Pro Val Ala Gly His His Leu Phe Asp Gly Asp Gly Met 
165 170 175 

Val His Ala Leu Arg He Arg Asn Gly Ala Ala Glu Ser Tyr Ala Cys 

180 185 190 

Arg Phe Thr Glu Thr Ala Arg Leu Arg Gin Glu Arg Ala He Gly Arg 

195 200 205 

Pro Val Phe Pro Lys Ala He Gly Glu Leu His Gly His Ser Gly He 

210 215 220 
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Ala Arg Leu Ala Leu Phe Tyr Ala Arg Ala Ala Cys Gly Leu Val Asp 

225 230 235 240 

Pro Ser Ala Gly Thr Gly Val Ala Asn Ala Gly Leu Val Tyr Phe Asn 

245 250 255 

Gly Arg Leu Leu Ala Met Ser Glu Asp Asp Leu Pro Tyr His Val Arg 

260 265 270 

Val Ala Asp Asp Gly Asp Leu Glu Thr Val Gly Arg Tyr Asp Phe Asp 
275 280 285 

Gly Gin Leu Gly Cys Ala Met He Ala His Pro Lys Leu Asp Pro Ala 

290 295 300 



Thr Gly Glu Leu His Ala Leu Ser Tyr Asp Val He Lys Arg Pro Tyr 

305 310 315 320 

Leu Lys Tyr Phe Tyr Phe Arg Pro Asp Gly Thr Lys Ser Asp Asp Val 

325 330 335 

Glu He Pro Leu Glu Gin Pro Thr Met He His Asp Phe Ala He Thr 

340 345 350 

Glu Asn Phe Val Val Val Pro Asp His Gin Val Val Phe Lys Leu Gin 

355 360 365 



Glu Met Leu Arg Gly Gly Ser Pro Val Val Leu Asp Lys Glu Lys Thr 
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370 375 380 

Ser Arg Phe Gly Val Leu Pro Lys His Ala Ala Asp Ala Ser Glu Met 

385 390 395 400 

Ala Trp Val Asp Val Pro Asp Cys Phe Cys Phe His Leu Trp Asn Ala 
405 410 415 

Trp Glu Asp Glu Ala Thr Gly Glu Val Val Val He Gly Ser Cys Met 

420 425 430 

Thr Pro Ala Asp Ser He Phe Asn Glu Ser Asp Glu Arg Leu Glu Ser 

435 440 445 

Val Leu Thr Glu He Arg Leu Asp Ala Arg Thr Gly Arg Ser Thr Arg 

450 455 460 

Arg Ala Val Leu Pro Pro Ser Gin Gin Glu Asn Leu Glu Val Gly Met 
465 470 475 480 

Val Asn Arg Asn Leu Leu Gly Arg Glu Ser Arg Tyr Ala Tyr Leu Ala 

485 490 495 

Val Ala Glu Pro Trp Pro Lys Glu Ser Gly Phe Ala Lys Glu Asp Leu 
500 505 510 

Ser Thr Gly Glu Leu Thr Lys Phe Glu Tyr Gly Glu Gly Arg Phe Gly 

515 520 525 



10 7 



ffiIE# 2001-3002858 



#2001—003476 



Gly Glu Pro Cys Phe Val Pro Met 

530 535 

Gly Glu Asp Asp Gly Tyr Val Leu 

545 550 

Gly Thr Ser Glu Leu Leu Val Val 

565 

Ala Thr Val Gin Leu Pro Ser Arg 

580 

Phe He Thr Gly Gin Glu Leu Glu 

595 600 



Asp Pro Ala Ala Ala His Pro Arg 

540 

Thr Phe Val His Asp Glu Arg Ala 

555 560 

Asn Ala Ala Asp He Arg Leu Glu 

570 575 

Val Pro Phe Gly Phe His Gly Thr 
585 590 

Ala Gin Ala Ala 



<210> 15 
<211> 1818 
<212> DNA 

<213> Lycopersicon esculentum 

<220> 

<221> CDS 

<222> (1). . (1818) 

<400> 15 

atg gca act act act tea cat gec aca aat aca 

Met Ala Thr Thr Thr Ser His Ala Thr Asn Thr 

15 10 

10 8 



tgg att aag act aag 48 
Trp He Lys Thr Lys 

15 

ffi|iE# 2001-3002858 



#2001—003476 



ttg tea atg cca tea tea aag gag ttt ggt ttt gca tea aac tct att 96 

Leu Ser Met Pro Ser Ser Lys Glu Phe Gly Phe Ala Ser Asn Ser lie 

20 25 30 

tct eta etc aaa aat caa cat aat agg caa agt etc aac att aat tec 144 

Ser Leu Leu Lys Asn Gin His Asn Arg Gin Ser Leu Asn He Asn Ser 

35 40 45 

tct ctt caa get cca cct ata ctt cat ttt cct aaa caa tct tea aat 192 

Ser Leu Gin Ala Pro Pro He Leu His Phe Pro Lys Gin Ser Ser Asn 

50 55 60 

tat caa aca cca aag aat aat aca att tea cac cca aaa caa gaa aac 240 

Tyr Gin Thr Pro Lys Asn Asn Thr lie Ser His Pro Lys Gin Glu Asn 

65 70 75 80 

aac aac tec tct tct tct tea act tec aag tgg aat tta gtg cag aaa 288 

Asn Asn Ser Ser Ser Ser Ser Thr Ser Lys Trp Asn Leu Val Gin Lys 

85 90 95 

gca gca gca atg get tta gat get gta gaa agt get tta act aaa cat 336 

Ala Ala Ala Met Ala Leu Asp Ala Val Glu Ser Ala Leu Thr Lys His 

100 105 110 

gaa ctt gaa cac cct ttg ccg aaa aca gee gac cca cga gtc cag att 384 

Glu Leu Glu His Pro Leu Pro Lys Thr Ala Asp Pro Arg Val Gin He 

115 120 125 
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tct ggg aat ttt get ccg gta ccg gaa aat cca gtc tgt caa tct ctt 432 
Ser Gly Asn Phe Ala Pro Val Pro Glu Asn Pro Val Cys Gin Ser Leu 

130 135 140 

ccg gtc acc gga aaa ata ccc aaa tgt gtt caa ggc gtt tac gtt cga 480 
Pro Val Thr Gly Lys He Pro Lys Cys Val Gin Gly Val Tyr Val Arg 
145 150 155 160 

aac gga get aac cct ctt ttt gaa cca acc gec gga 
Asn Gly Ala Asn Pro Leu Phe Glu Pro Thr Ala Gly 

165 170 

gac ggc gac ggt atg gtt cac gec gtt caa ttc aaa aat ggg teg get 576 
Asp Gly Asp Gly Met Val His Ala Val Gin Phe Lys Asn Gly Ser Ala 
180 185 190 

agt tac get tgc cgt ttc act gaa aca gag agg ctt gtt caa gaa aaa 624 
Ser Tyr Ala Cys Arg Phe Thr Glu Thr Glu Arg Leu Val Gin Glu Lys 
195 200 205 

get ttg ggt cgc cct gtt ttc cct aaa gec att ggt gaa tta cat ggt 672 
Ala Leu Gly Arg Pro Val Phe Pro Lys Ala He Gly Glu Leu His Gly 

210 215 220 

cac tct gga att gca agg ctt atg ctg ttt tac get cgt ggg etc ttc 720 
His Ser Gly He Ala Arg Leu Met Leu Phe Tyr Ala Arg Gly Leu Phe 

225 230 235 240 

gga ctt gtt gat cac agt aaa gga act ggt gtt gca aac gec ggt tta 768 

110 ffiSE4# 2001-3002858 
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His His Phe Phe 
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Gly Leu Val Asp His Ser Lys Gly Thr Gly Val Ala Asn Ala Gly Leu 

245 250 255 

gtc tat ttc aat aac cga tta ctt get atg tct gaa gat gat ttg cct 816 

Val Tyr Phe Asn Asn Arg Leu Leu Ala Met Ser Glu Asp Asp Leu Pro 

260 265 270 

tac cat gta aag gta aca ccc acc ggc gat ctt aaa aca gag ggt cga 864 

Tyr His Val Lys Val Thr Pro Thr Gly Asp Leu Lys Thr Glu Gly Arg 

275 280 285 

ttc gat ttc gac ggc cag eta aaa tec acc atg ata get cac cca aag 912 

Phe Asp Phe Asp Gly Gin Leu Lys Ser Thr Met He Ala His Pro Lys 

290 295 300 

etc gac cca gtt tec ggt gag eta ttt get ctt age tac gat gtg att 960 

Leu Asp Pro Val Ser Gly Glu Leu Phe Ala Leu Ser Tyr Asp Val lie 

305 310 315 320 

cag aag cca tac etc aag tac ttc aga ttt tea aaa aat ggg gaa aaa 1008 

Gin Lys Pro Tyr Leu Lys Tyr Phe Arg Phe Ser Lys Asn Gly Glu Lys 

325 330 335 

tea aat gat gtt gaa att cca gtt gaa gac cca aca atg atg cat gat 1056 

Ser Asn Asp Val Glu He Pro Val Glu Asp Pro Thr Met Met His Asp 

340 345 350 

ttc gca att act gag aac ttc gtc gtc att cct gat caa caa gtc gtt 1104 

Phe Ala He Thr Glu Asn Phe Val Val He Pro Asp Gin Gin Val Val 
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355 360 365 

ttc aag atg tct gaa atg ate cgt gga ggt tea ccg gtg gtt tac gac 1152 

Phe Lys Met Ser Glu Met lie Arg Gly Gly Ser Pro Val Val Tyr Asp 
370 375 380 

aag aac aaa gtt tec cga ttt ggt att ctg gat aag tac gcg aaa gat 1200 

Lys Asn Lys Val Ser Arg Phe Gly He Leu Asp Lys Tyr Ala Lys Asp 

385 390 395 400 

ggg tct gat ttg aaa tgg gtt gaa gta cct gat tgt ttc tgt ttc cac 1248 

Gly Ser Asp Leu Lys Trp Val Glu Val Pro Asp Cys Phe Cys Phe His 

405 410 415 

etc tgg aat get tgg gaa gaa gca gaa aca gat gaa ate gtt gta att 1296 

Leu Trp Asn Ala Trp Glu Glu Ala Glu Thr Asp Glu He Val Val He 

420 425 430 

ggt tea tgt atg aca cca cca gac tec att ttc aat gaa tgt gat gaa 1344 

Gly Ser Cys Met Thr Pro Pro Asp Ser He Phe Asn Glu Cys Asp Glu 

435 440 445 

ggg eta aag agt gtt tta tec gaa ate cgt etc aat ttg aaa aca ggg 1392 

Gly Leu Lys Ser Val Leu Ser Glu He Arg Leu Asn Leu Lys Thr Gly 

450 455 460 

aaa tea aca aga aaa tec ata ate gaa aac ccg gat gaa caa gtg aat 1440 

Lys Ser Thr Arg Lys Ser He He Glu Asn Pro Asp Glu Gin Val Asn 

465 470 475 480 
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tta gaa get gga atg gtg aac cga aac aaa etc gga agg aaa aca gag 1488 
Leu Glu Ala Gly Met Val Asn Arg Asn Lys Leu Gly Arg Lys Thr Glu 

485 490 495 

tat get tat ttg get ate get gaa cca tgg cca aaa gtt tct ggt ttt 1536 
Tyr Ala Tyr Leu Ala He Ala Glu Pro Trp Pro Lys Val Ser Gly Phe 

500 505 510 

gca aaa gta aac ctg ttc ace ggt gaa gtt gag aaa ttc att tat ggt 1584 
Ala Lys Val Asn Leu Phe Thr Gly Glu Val Glu Lys Phe He Tyr Gly 

515 520 525 

gac aac aaa tat ggt ggg gaa cct ctt ttt tta cca aga gac ccc aac 1632 
Asp Asn Lys Tyr Gly Gly Glu Pro Leu Phe Leu Pro Arg Asp Pro Asn 

530 535 540 

age aag gaa gaa gac gat ggt tat att tta get ttc gtt cac gat gag 1680 
Ser Lys Glu Glu Asp Asp Gly Tyr He Leu Ala Phe Val His Asp Glu 

545 550 555 560 

aaa gaa tgg aaa tea gaa ctg caa att gtt aac gca atg agt ttg aag 1728 
Lys Glu Trp Lys Ser Glu Leu Gin He Val Asn Ala Met Ser Leu Lys 

565 570 575 

ttg gag gca act gtg aag ctt cca tea aga gtt cct tat gga ttt cat 1776 
Leu Glu Ala Thr Val Lys Leu Pro Ser Arg Val Pro Tyr Gly Phe His 

580 585 590 
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gga aca ttc ata aac gcc aat gat ttg gca aat cag gca tga 1818 
Gly Thr Phe He Asn Ala Asn Asp Leu Ala Asn Gin Ala 

595 600 605 

<210> 16 
<211> 605 
<212> PRT 

<213> Lycopersicon esculentum 
<400> 16 

Met Ala Thr Thr Thr Ser His Ala Thr Asn Thr Trp He Lys Thr Lys 
15 10 15 

Leu Ser Met Pro Ser Ser Lys Glu Phe Gly Phe Ala Ser Asn Ser He 

20 25 30 

Ser Leu Leu Lys Asn Gin His Asn Arg Gin Ser Leu Asn He Asn Ser 

35 40 45 

Ser Leu Gin Ala Pro Pro He Leu His Phe Pro Lys Gin Ser Ser Asn 

50 55 60 

Tyr Gin Thr Pro Lys Asn Asn Thr He Ser His Pro Lys Gin Glu Asn 
65 70 75 80 

Asn Asn Ser Ser Ser Ser Ser Thr Ser Lys Trp Asn Leu Val Gin Lys 
85 90 95 
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Ala Ala Ala Met Ala Leu Asp Ala Val Glu Ser Ala Leu Thr Lys His 

100 105 110 

Glu Leu Glu His Pro Leu Pro Lys Thr Ala Asp Pro Arg Val Gin He 

115 120 125 

Ser Gly Asn Phe Ala Pro Val Pro Glu Asn Pro Val Cys Gin Ser Leu 
130 135 140 

Pro Val Thr Gly Lys He Pro Lys Cys Val Gin Gly Val Tyr Val Arg 
145 150 155 160 

Asn Gly Ala Asn Pro Leu Phe Glu Pro Thr Ala Gly His His Phe Phe 

165 170 175 

Asp Gly Asp Gly Met Val His Ala Val Gin Phe Lys Asn Gly Ser Ala 

180 185 190 

Ser Tyr Ala Cys Arg Phe Thr Glu Thr Glu Arg Leu Val Gin Glu Lys 

195 200 205 

Ala Leu Gly Arg Pro Val Phe Pro Lys Ala lie Gly Glu Leu His Gly 

210 215 220 

His Ser Gly He Ala Arg Leu Met Leu Phe Tyr Ala Arg Gly Leu Phe 

225 230 235 240 

Gly Leu Val Asp His Ser Lys Gly Thr Gly Val Ala Asn Ala Gly Leu 

245 250 255 
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Val Tyr Phe Asn Asn Arg Leu Leu Ala Met Ser Glu Asp Asp Leu Pro 

260 265 270 

Tyr His Val Lys Val Thr Pro Thr Gly Asp Leu Lys Thr Glu Gly Arg 
275 280 285 

Phe Asp Phe Asp Gly Gin Leu Lys Ser Thr Met He Ala His Pro Lys 

290 295 300 

Leu Asp Pro Val Ser Gly Glu Leu Phe Ala Leu Ser Tyr Asp Val He 

305 310 315 320 

Gin Lys Pro Tyr Leu Lys Tyr Phe Arg Phe Ser Lys Asn Gly Glu Lys 
325 330 335 

Ser Asn Asp Val Glu He Pro Val Glu Asp Pro Thr Met Met His Asp 

340 345 350 

Phe Ala lie Thr Glu Asn Phe Val Val He Pro Asp Gin Gin Val Val 

355 360 365 

Phe Lys Met Ser Glu Met He Arg Gly Gly Ser Pro Val Val Tyr Asp 

370 375 380 

Lys Asn Lys Val Ser Arg Phe Gly He Leu Asp Lys Tyr Ala Lys Asp 

385 390 395 400 

Gly Ser Asp Leu Lys Trp Val Glu Val Pro Asp Cys Phe Cys Phe His 
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405 410 415 

Leu Trp Asn Ala Trp Glu Glu Ala Glu Thr Asp Glu He Val Val He 

420 425 430 

Gly Ser Cys Met Thr Pro Pro Asp Ser He Phe Asn Glu Cys Asp Glu 

435 440 445 

Gly Leu Lys Ser Val Leu Ser Glu He Arg Leu Asn Leu Lys Thr Gly 

450 455 460 

Lys Ser Thr Arg Lys Ser He He Glu Asn Pro Asp Glu Gin Val Asn 

465 470 475 480 

Leu Glu Ala Gly Met Val Asn Arg Asn Lys Leu Gly Arg Lys Thr Glu 

485 490 495 

Tyr Ala Tyr Leu Ala lie Ala Glu Pro Trp Pro Lys Val Ser Gly Phe 

500 505 510 

Ala Lys Val Asn Leu Phe Thr Gly Glu Val Glu Lys Phe He Tyr Gly 
515 520 525 

Asp Asn Lys Tyr Gly Gly Glu Pro Leu Phe Leu Pro Arg Asp Pro Asn 

530 535 540 

Ser Lys Glu Glu Asp Asp Gly Tyr He Leu Ala Phe Val His Asp Glu 

545 550 555 560 
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Lys Glu Trp Lys Ser Glu Leu Gin lie Val Asn Ala Met Ser Leu Lys 

565 570 575 

Leu Glu Ala Thr Val Lys Leu Pro Ser Arg Val Pro Tyr Gly Phe His 

580 585 590 

Gly Thr Phe He Asn Ala Asn Asp Leu Ala Asn Gin Ala 

595 600 605 



<210> 17 
<211> 1617 
<212> DNA 

<213> Arabidopsis thaliana 

<220> 

<221> CDS 

<222> (1)..(1617) 

<400> 17 

atg gcg gag aaa etc agt gat ggc age ate ate ate tea gtc cat cct 48 

Met Ala Glu Lys Leu Ser Asp Gly Ser He He He Ser Val His Pro 

15 10 15 

aga ccc tec aag ggt ttc tec teg aag ctt etc gat ctt etc gag aga 96 
Arg Pro Ser Lys Gly Phe Ser Ser Lys Leu Leu Asp Leu Leu Glu Arg 

20 25 30 

ctt gtc gtc aag etc atg cac gat get tct etc cct etc cac tac etc 144 
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Leu Val Val Lys Leu Met His Asp Ala Ser Leu Pro Leu His Tyr Leu 

35 40 45 

tea ggc aac ttc get ccc ate cgt gat gaa act cct ccc gtc aag gat 192 

Ser Gly Asn Phe Ala Pro lie Arg Asp Glu Thr Pro Pro Val Lys Asp 

50 55 60 

etc ccc gtc cat gga ttt ctt ccc gaa tgc ttg aat ggt gaa ttt gtg 240 

Leu Pro Val His Gly Phe Leu Pro Glu Cys Leu Asn Gly Glu Phe Val 
65 70 75 80 

agg gtt ggt cca aac ccc aag ttt gat get gtc get gga tat cac tgg 288 

Arg Val Gly Pro Asn Pro Lys Phe Asp Ala Val Ala Gly Tyr His Trp 

85 90 95 

ttt gat gga gat ggg atg att cat ggg gta cgc ate aaa gat ggg aaa 336 

Phe Asp Gly Asp Gly Met He His Gly Val Arg He Lys Asp Gly Lys 

100 105 110 

get act tat gtt tct cga tat gtt aag aca tea cgt ctt aag cag gaa 384 

Ala Thr Tyr Val Ser Arg Tyr Val Lys Thr Ser Arg Leu Lys Gin Glu 

115 120 125 

gag ttc ttc gga get gee aaa ttc atg aag att ggt gac ctt aag ggg 432 

Glu Phe Phe Gly Ala Ala Lys Phe Met Lys He Gly Asp Leu Lys Gly 
130 135 140 

ttt ttc gga ttg eta atg gtc aat ate caa cag ctg aga acg aag etc 480 

Phe Phe Gly Leu Leu Met Val Asn He Gin Gin Leu Arg Thr Lys Leu 
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145 150 155 160 

aaa ata ttg gac aac act tat gga aat gga act gcc aat aca gca etc 528 
Lys He Leu Asp Asn Thr Tyr Gly Asn Gly Thr Ala Asn Thr Ala Leu 

165 170 175 

gta tat cac cat gga aaa ctt eta gca tta cag gag gca gat aag ccg 576 
Val Tyr His His Gly Lys Leu Leu Ala Leu Gin Glu Ala Asp Lys Pro 
180 185 190 

tac gtc ate aaa gtt ttg gaa gat gga gac ctg caa act ctt ggt ata 624 
Tyr Val He Lys Val Leu Glu Asp Gly Asp Leu Gin Thr Leu Gly He 

195 200 205 

ata gat tat gac aag aga ttg acc cac tec ttc act get cac cca aaa 672 
He Asp Tyr Asp Lys Arg Leu Thr His Ser Phe Thr Ala His Pro Lys 

210 215 220 

gtt gac ccg gtt acg ggt gaa atg ttt aca ttc ggc tat teg cat acg 720 
Val Asp Pro Val Thr Gly Glu Met Phe Thr Phe Gly Tyr Ser His Thr 

225 230 235 240 

cca cct tat etc aca tac aga gtt ate teg aaa gat ggc att atg cat 768 
Pro Pro Tyr Leu Thr Tyr Arg Val He Ser Lys Asp Gly He Met His 

245 250 255 

gac cca gtc cca att act ata tea gag cct ate atg atg cat gat ttt 816 
Asp Pro Val Pro He Thr He Ser Glu Pro lie Met Met His Asp Phe 
260 265 270 
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get att act gag act tat gca ate ttc atg gat ctt cct atg cac ttc 864 

Ala He Thr Glu Thr Tyr Ala He Phe Met Asp Leu Pro Met His Phe 

275 280 285 

agg cca aag gaa atg gtg aaa gag aag aaa atg ata tac tea ttt gat 912 

Arg Pro Lys Glu Met Val Lys Glu Lys Lys Met He Tyr Ser Phe Asp 

290 295 300 

ccc aca aaa aag get cgt ttt ggt gtt ctt ccg cgc tat gee aag gat 960 

Pro Thr Lys Lys Ala Arg Phe Gly Val Leu Pro Arg Tyr Ala Lys Asp 

305 310 315 320 

gaa ctt atg att aga tgg ttt gag ctt ccc aac tgc ttt att ttc cac 1008 

Glu Leu Met He Arg Trp Phe Glu Leu Pro Asn Cys Phe He Phe His 

325 330 335 

aac gec aat get tgg gaa gaa gag gat gaa gtc gtc etc ate act tgt 1056 

Asn Ala Asn Ala Trp Glu Glu Glu Asp Glu Val Val Leu He Thr Cys 

340 345 350 

cgt ctt gag aat cca gat ctt gac atg gtc agt ggg aaa gtg aaa gaa 1104 

Arg Leu Glu Asn Pro Asp Leu Asp Met Val Ser Gly Lys Val Lys Glu 

355 360 365 

aaa etc gaa aat ttt ggc aac gaa ctg tac gaa atg aga ttc aac atg 1152 

Lys Leu Glu Asn Phe Gly Asn Glu Leu Tyr Glu Met Arg Phe Asn Met 

370 375 380 
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aaa acg ggc tea get tct caa aaa aaa eta tec gca tct gcg gtt gat 1200 

Lys Thr Gly Ser Ala Ser Gin Lys Lys Leu Ser Ala Ser Ala Val Asp 

385 390 395 400 

ttc ccc aga ate aat gag tgc tac ace gga aag aaa cag aga tac gta 1248 

Phe Pro Arg He Asn Glu Cys Tyr Thr Gly Lys Lys Gin Arg Tyr Val 

405 410 415 

tat gga aca att ctg gac agt ate gca aag gtt acc gga ate ate aag 1296 

Tyr Gly Thr He Leu Asp Ser He Ala Lys Val Thr Gly He lie Lys 

420 425 430 

ttt gat ctg cat gca gaa get gag aca ggg aaa aga atg ctg gaa gta 1344 

Phe Asp Leu His Ala Glu Ala Glu Thr Gly Lys Arg Met Leu Glu Val 

435 440 445 

gga ggt aat ate aaa gga ata tat gac ctg gga gaa ggc aga tat ggt 1392 

Gly Gly Asn He Lys Gly He Tyr Asp Leu Gly Glu Gly Arg Tyr Gly 

450 455 460 

tea gag get ate tat gtt ccg cgt gag aca gca gaa gaa gac gac ggt 1440 

Ser Glu Ala He Tyr Val Pro Arg Glu Thr Ala Glu Glu Asp Asp Gly 

465 470 475 480 

tac ttg ata ttc ttt gtt cat gat gaa aac aca ggg aaa tea tgc gtg 1488 

Tyr Leu He Phe Phe Val His Asp Glu Asn Thr Gly Lys Ser Cys Val 

485 490 495 

act gtg ata gac gca aaa aca atg teg get gaa ccg gtg gca gtg gtg 1536 
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Thr Val He Asp Ala Lys Thr Met Ser Ala Glu Pro Val Ala Val Val 

500 505 510 

gag ctg ccg cac agg gtc cca tat ggc ttc cat gcc ttg ttt gtt aca 1584 
Glu Leu Pro His Arg Val Pro Tyr Gly Phe His Ala Leu Phe Val Thr 

515 520 525 

gag gaa caa etc cag gaa caa act ctt ata taa 1617 
Glu Glu Gin Leu Gin Glu Gin Thr Leu He 

530 535 



<210> 18 
<211> 538 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 18 

Met Ala Glu Lys Leu Ser Asp Gly Ser He He He Ser Val His Pro 
15 10 15 

Arg Pro Ser Lys Gly Phe Ser Ser Lys Leu Leu Asp Leu Leu Glu Arg 
20 25 30 

Leu Val Val Lys Leu Met His Asp Ala Ser Leu Pro Leu His Tyr Leu 

35 40 45 

Ser Gly Asn Phe Ala Pro He Arg Asp Glu Thr Pro Pro Val Lys Asp 
50 55 60 
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Leu Pro Val His Gly Phe Leu Pro Glu Cys Leu Asn Gly Glu Phe Val 
65 70 75 80 

Arg Val Gly Pro Asn Pro Lys Phe Asp Ala Val Ala Gly Tyr His Trp 

85 90 95 

Phe Asp Gly Asp Gly Met He His Gly Val Arg He Lys Asp Gly Lys 
100 105 110 

Ala Thr Tyr Val Ser Arg Tyr Val Lys Thr Ser Arg Leu Lys Gin Glu 

115 120 125 

Glu Phe Phe Gly Ala Ala Lys Phe Met Lys lie Gly Asp Leu Lys Gly 

130 135 140 

Phe Phe Gly Leu Leu Met Val Asn lie Gin Gin Leu Arg Thr Lys Leu 
145 150 155 160 

Lys He Leu Asp Asn Thr Tyr Gly Asn Gly Thr Ala Asn Thr Ala Leu 

165 170 175 

Val Tyr His His Gly Lys Leu Leu Ala Leu Gin Glu Ala Asp Lys Pro 

180 185 190 

Tyr Val He Lys Val Leu Glu Asp Gly Asp Leu Gin Thr Leu Gly He 

195 200 205 

He Asp Tyr Asp Lys Arg Leu Thr His Ser Phe Thr Ala His Pro Lys 
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210 215 220 

Val Asp Pro Val Thr Gly Glu Met Phe Thr Phe Gly Tyr Ser His Thr 

225 230 235 240 

Pro Pro Tyr Leu Thr Tyr Arg Val He Ser Lys Asp Gly He Met His 

245 250 255 

Asp Pro Val Pro He Thr He Ser Glu Pro He Met Met His Asp Phe 
260 265 270 

Ala He Thr Glu Thr Tyr Ala lie Phe Met Asp Leu Pro Met His Phe 

275 280 285 

Arg Pro Lys Glu Met Val Lys Glu Lys Lys Met lie Tyr Ser Phe Asp 
290 295 300 

Pro Thr Lys Lys Ala Arg Phe Gly Val Leu Pro Arg Tyr Ala Lys Asp 

305 310 315 320 

Glu Leu Met He Arg Trp Phe Glu Leu Pro Asn Cys Phe He Phe His 

325 330 335 

Asn Ala Asn Ala Trp Glu Glu Glu Asp Glu Val Val Leu He Thr Cys 

340 345 350 

Arg Leu Glu Asn Pro Asp Leu Asp Met Val Ser Gly Lys Val Lys Glu 

355 360 365 
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Lys Leu Glu Asn Phe Gly Asn Glu Leu Tyr Glu Met Arg Phe Asn Met 

370 375 380 

Lys Thr Gly Ser Ala Ser Gin Lys Lys Leu Ser Ala Ser Ala Val Asp 

385 390 395 400 

Phe Pro Arg He Asn Glu Cys Tyr Thr Gly Lys Lys Gin Arg Tyr Val 
405 410 415 

Tyr Gly Thr He Leu Asp Ser lie Ala Lys Val Thr Gly He lie Lys 
420 425 430 

Phe Asp Leu His Ala Glu Ala Glu Thr Gly Lys Arg Met Leu Glu Val 

435 440 445 

Gly Gly Asn He Lys Gly He Tyr Asp Leu Gly Glu Gly Arg Tyr Gly 

450 455 460 

Ser Glu Ala He Tyr Val Pro Arg Glu Thr Ala Glu Glu Asp Asp Gly 

465 470 475 480 

Tyr Leu lie Phe Phe Val His Asp Glu Asn Thr Gly Lys Ser Cys Val 

485 490 495 

Thr Val lie Asp Ala Lys Thr Met Ser Ala Glu Pro Val Ala Val Val 

500 505 510 

Glu Leu Pro His Arg Val Pro Tyr Gly Phe His Ala Leu Phe Val Thr 

515 520 525 
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Glu Glu Gin Leu Gin Glu Gin Thr Leu He 

530 535 

<210> 19 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificial 1 
synthesized sequence 

<400> 19 

attgaattca tgccttcagc ttcaaac 

<210> 20 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificiall 
synthesized sequence 

<400> 20 

attggatccc aaaagctaca cgctggtccc c 
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<210> 21 
<211> 38 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 21 

atatatctag aatgccttca tcagcttcaa acacttgg 38 

<210> 22 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 22 

atataggatc cctccggcac cggcgcgaag ttcccg 36 
<210> 23 
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<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificial 1 
synthesized sequence 

<400> 23 

cccgggatcc ctcaagcctc tctataccg 

<210> 24 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificiall 
synthesized sequence 

<400> 24 

cccgggatcc tttatacgga ttctgaggga g 

<210> 25 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 25 

attgaattca tggactctgt ttcttcttct tec 33 

<210> 26 
<211> 34 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 26 

attgaattct taaagcttat taaggtcact ttcc 34 

<210> 27 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
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synthesized sequence 
<400> 27 

aagaattcat ggcggagaaa ctcagtgatg gcagc 35 

<210> 28 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 28 

aaaagaattc ggcttatata agagtttgtt cctgg 35 

<210> 29 

<211> 39 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 29 
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cgggatccat gcaacactct cttcgttctg atcttcttc 



39 



<210> 30 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 30 

cgggatcctc agaaaacttg ttccttcaac tgattctcgc 40 



<210> 31 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 31 

attgaattca tggcttcttt cacggcaacg gc 32 
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<210> 32 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 32 

gttttcccag tcacgac 17 



[Ell] 

-?mT*$>Z>o 4f 8 B 0, 1, 2, 4, 6, 8, 10, £J:t>* 12B#H9<£> 

nm^m. iommnmmm^n^rc^> o, 1, 2, 5, 10, 24^ 

ri»MU, ^:RNA&MS^Lfe 0 #b->fC«, lO/cigO^RNAS: D- Ktfc 

0 rna& i%y#n-*^>-e#iiiU ^->f D^Mtc^n y h Lfe^, [ 32 p] 9^ 

;i/L£ CPRD65^7D->(Z)cDNA-r h fc^n -~3\Z LT/W 7V >C£i± 

[02] 

CPRD65, VP14 (Zea mays <Z> * tfif > > ffigia^ , Schwartz, S.H. et al., 
Science. 276: 1872-1874, 1997) , £ J: LeNCEDl gfiSC ( Lycopersicon esc 
ul en turn (D%~%*?y?- >H^g£^t, Burbidge, A. et al., J. Exp. Bot., 47: 2 
111-2112, 1997; Burbidge, A. et al., Plant J., 17:427-431, 1999) (D^M 
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[03] 

DNA (#l/->10/ig) £EcoRI(E), Hindi 1 1(H), & J: tfXbal (X) T?9JBff U 1%T 
^fn-^y;i/*e^HL/felfe, f->r □ ^KJdE^Lfc. 7 -f ;b * - 1±, [ 32 P] ^ 
CPRD65 cDNAWfJt^A^^y ^T-f XS-Brfc. r Aj £ rsj "li, -£;fx-?Mx 

) 0 DNAWT^r©*^ Xv-*-ttkbp-e^SftTV>«. 
[04] 

(A) ft% (NaCl) „ ififffi, {£M, feitfy^J/^W (ABA) fCj:£CPRD6 
JC*^t:-^?»^RNAS:#mbfe. #U-XCtt, £RNA£lO,cigTc>n- KLfe 

t0T'$)§ o #l/->lClt ilW-StU 2246©^, feJ:tF«^e>#«tU 

KEic^ny h L/fetl, [ 32 P]7^;Ht CPRD65 cdna-t y*r- h fc-^n -:/}cb 

[0 5] 

GST (A) GST-CPRD65 ifii^geS (B) 00 □ -x" ^ FfSSf <£>HPLC# 

N; %/7,-%ar*?y?-y, C25; C25jg%= 
[06] 

CPRD65N-sGFP3f;*9gBK©:7n V^=y7s h iC& W£<feigft# -frA y>f* 
^t0T'fe5o 35S-sGFP^H% (A, C, E) tfclt 35S-CPRD65N-sGFPdr ^ 9fll^ 
% (B, D, F) S: A. thali ana ^e>W5Sbfe^n h * V Ktf U 1/ > ^ U 

(PEG) l:ffl^th7>X7x^hLt 0 h5>X7x^ Mt^n 
7Xh^Iti (A, B) , *fcfcfc» (E, F) $.tc\%m (C, D) <Z>=F&7>()\, 
^-5:#^fcS»iT'^Lfc„ E fe«fctf F it GFP, C D 1*2! ft ft 
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[07] 
[08] 

m^mzftMLtc.* v ¥-zmMMmistc.m<Dft£T7isi?ym (aba) <dw 

m*7*?m-e$>Z> 0 ABA<Z)^*#&te0 7 (H1M7) ^HH^Cffofco 
[09] 

[010] 

AtNCEDl, 2. 3, 4, £J;t>* 5 ®r^»J®77^>h^tl^5 

[011] 

AtNCEDl, 2, 3, 4, 5, CPRD65 0)7 ^ J WMWhL'r— $ — 7*±.\Z%> 

LeNCEDlte h V h (Ac. No. Z97215) , VP14& h <7 ^ O 3 ffijfc (Ac. No. U95 
953) ©S£f«&^t\ 
[012] 

[013] 

AtNCED30^jS«g|#tC £ tf & AtNCED3it^©l§^ S^tHT & -5 „ JlS ttflfc 
Tltt^iX h l/^^a^CDffl#f©AtNCED3it^(Z)^$:^i- 0 AtN 
CED35ft^O-fe>^^S:»3K-rSffi[^ GfijRIf&3i) (AfcitfB) &(bt>*fCT> 
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mi 5] 

* y * y mm&m t ^ y * *? x - v v mm<Dt&mm&&Mi<Di&%k*m-*m 
mi 6] 

%nr j fy^y mmmm h ? y x v * - v v mm<Dmmm'\^M.^<Dmm itm-tm 
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mm 



CPRD65 



8 10 12 



5 10 24 (B#K) 
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trLHFPKQYQPTSTSTSTATmP^IKTTTITTTTPpbETMP 90 

fc-PFHK PVADLPAPSRKPXAI— AVPGHA/WP IKAEG 79 

fLNINS— SLQAPPILHFPKQSSNYQTPKNhfTIS>OCQEN|- 80 



CPRD65 L SDTNQP L PQKWNF LQI 
VP14 -GKKQLNLFQR-AAAAAL 
LeNCEDl -NNSSSSSTSKWNLVQI 




P < TADP WQI \ GNFAPV > E IAADQ0 LPV 4 
P S TADP ^ YQI * GNFAPV 3 E W>PVHE LPV 3 
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<SL GRPV FPKAI GE LHGHSGI AR L . LFYAR 3LF GLVD 3 5 
fcAI j RPVFPKAIGE LHGHSGI ARL \ LFYAR *AC GLVD ; 5 
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